
NC_042134.1 30679:35706(+)
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CDS_0055

NC_025465.1 29632:34518(+)

CDS_0045 CDS_0046

KF728385.2 31112:36126(+)

CDS_0049 CDS_0050 transcriptional regulator (CDS_0056)

MK721199.1 29879:34985(+)

CDS_0044 CDS_0045

NC_042023.1 30290:35395(+)

CDS_0046 CDS_0047 CDS_0049

NC_042022.1 31094:35392(+)

CDS_0046

IMGVR_UViG_3300009343_000008|3300009343|Ga0114310_100239 30720:34592(+)

CDS_0046 CDS_0047 transcriptional regulator (CDS_0051)

SAMN10080892_a1_ct420 28423:32293(+)

transcriptional regulator (CDS_0045)

uvig_395308 31926:35652(+)

transcriptional regulator (CDS_0054)

MK360024.1 31264:35198(+)

CDS_0048 CDS_0049

MH355583.1 30980:35779(+)

CDS_0044
CDS_0048

CDS_0049
CDS_0050

CDS_0053

uvig_533923 30800:35058(+)

CDS_0053 CDS_0054

MGV-GENOME-0275218 30729:34877(+)

CDS_0053 CDS_0054

MGV-GENOME-0272623 30528:34298(+)

CDS_0050

MGV-GENOME-0227559 1239:5012(-)

CDS_0006

Norman_86_NODE_3_length_41174_cov_918.986357 30387:33939(+)

CDS_0049

MGV-GENOME-0274545 30366:36206(+)

CDS_0043 CDS_0045 transcriptional regulator (CDS_0050) CDS_0052 CDS_0053
CDS_0054

CDS_0055

NC_023551.1 31667:34729(+)

transcriptional regulator (CDS_0048)

MH375074.1 29752:35649(+)

DNA helicase (CDS_0039)
endonuclease (CDS_0040)

CDS_0042 CDS_0045 transcriptional regulator (CDS_0050)

MK982307.1 31550:36953(+)

transcriptional regulator (CDS_0052)
CDS_0054 CDS_0055

CDS_0056
CDS_0057

CDS_0058

MK721187.1 29539:34102(+)

CDS_0040 CDS_0044

NC_042126.1 31937:38422(+)

CDS_0050 CDS_0055
tail length tape measure protein (CDS_0056)

CDS_0057 CDS_0058

2000 nt

DNA, RNA and nucleotide metabolism tail transcription regulation unknown function


