123 126
lipoprotein (CDS_0117) 124 127
116 118 119 120121 122 | | 125 || 128 129 130 131 132133

MGV-GENOME-0374125 121088:135706(+)

124
122 125
121] 123 [] 126

@@ DD

MGV-GENOME-0373956 121071:134306(+)

CDS_0134
CDS_0135 CDS_0139 CDS_0141
|| cps.0136 'CDS_0140
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MGV-GENOME-0374228 123788:136488(+)

CDS_TOl23 HNH endonuclease (CDS_0129)
HNH endonuclease (CDS_0119) CDS_0125 CDS_0130

GO HHED D O

MGV-GENOME-0373364 117627:128949(+)
CDs_0117 CDS_0123

K JEDE-HDEE H DD

SAMEA1906581 _al_ct61757 vs1 117391:128956(+)

126 128
125 [ 127 [129
cdEH D H-@GHEH—EDEDD{ DD

MGV-GENOME-0373708 117627:131950(+)

HNH endonuclease (CDS_0134)
127 129 130 133 135 136 137

B 1OEm-—/Dm-)

MGV-GENOME-0374086 123270:135326(+)

CDS_0135
I CDS_0137
DS_0136 HNH endonuclease (CDS_0138)
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MGV-GENOME-0374458 128836:138585(+)

nucleoside deoxyribosyltransferase (CDS_0133)

127 130 140 145 149 152
128 131 135 141 143 146 148T 151 154
123 124 125 126([129| [132 |134136137138139| T[142[ 144|T 147 150 | 153 [155156
uvig 27725 120233:148661(+)
127 135 140 144 148 151
128 130 132 134}1' 141 145 147[ 150 153
123 124 125 126|[129]131 7133 [ 136137138139 | [ 142 143| [ 14§ 149 |152 [154155 12

MGV-GENOME-0375670 120233:534(+)
127 135 140
128 130 132 1341 141 143
123 124 125 126|[129]131133 [ 136137138139 | [ 142 [144145
MGV-GENOME-0375069 120233:143637(+)
5'-3' deoxyribonucleotidase (CDS_0148)

136 144 157
137 139 141 143145 150 152 155 1159 161 163
132 133 134 135|[138]140 [ 142 [ [[146 147

149151 153154 [156 158160162 | 164 2 4 5

MGV-GENOME-0376204 127631:5125(+)
5'-3' deoxyribonucleotidase (CDS_0146)
134 142 155
135 137 139 141143 148 150 153 11§7 159 161
131 132 133|[136]138 [ 140 [ |[144145 | 147]149 151152[154156158160 [ 162

MGV-GENOME-0376068 125123:151895(+)

nucleoside deoxyriboswansferase (CDS_0143)
5'-3' deoxyribonucleotidase (CDS_0146)

137 140 152 160
135 138 141 148 1§0 153 1§5 157 159 162 164
132 133 134 [ 136[]139 144145 | 147149 151 | 154 156] 158 161 [ 163165 166 171

T 142
&d

IMGVR_UViG_3300029566_000004|3300029566|Ga0244934_100091 121769:992(+)

nucleoside deoxyribosyltransferase (CDS_0143)
5'-3' deoT(yribonucIeotidase (CDS_0146)
137 140 152
135 138 141 148 150 153 155 157 159
132 133 134 [ 136[[189| [142 (144145 | 147]149 151 | [ 154 156] 158

uvig 249097 121769:145439(+)

nucleoside deoxyribos@'ansferase (CDS_0145)
5'-3' deoxyribonucleotidase (CDS_0148)

139 142 157 162
137 140 143 150 152 155 158 160 163
134 185 136 [ 138|[141| [ 144 |146 147 | 149]151 153154156 ] 159 161 ] 164

uvig 27472 123788:152842(+)

nucleoside deoxyribosyltransferase (CDS_0145)

139 142 157
137 140 143 150 152 155 158 160
184 135 136 [ 188[[141| [ 144 [146 147148 149] 157 153154 [156 || 159 161 162

MGV-GENOME-0376109 123788:152232(+)

nucleoside deoxyribosyltransferase (CDS_0145)

139 142
137 140 [143 150 152
134 135 136 | 138|141 | | 144 |146 147148 149]151 153

ag@a o, H¢— (@ {HEHHEH G- EEEH—EBEED O OD—/]

MGV-GENOME-0375994 123788:147853(+)
5'-3' deoxyribonucleotidase (CDS_0145)

137 140 152 156
138  J141 143 147 149 151 154L
133 134 135 136[[139| [142] 144 | 146[148 150 | | 153[155157 160161 162
MGV-GENOME-0376179 126919:152856(+)
5'-3' deoxyribonucleotidase (CDS_0144)
136 139 151 155
137 T140 142 146 148 150 153
133 134 135|[138| [ 141 143 | 145[147 149 | | 152[154156

uvig 52289 126919:151871(+)

k 10000 nt 1

DNA, RNA and nucleotide metabolism moron, auxiliary metabolic gene and host takeover other transcription regulation unknown function



