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IMGVR_UViG_3300045988_097272|3300045988|Ga0495776_186114 30542:37132(+)
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38 394041 42 43
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35 36 3738 39 40

uvig_68071 30059:39828(+)
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IMGVR_UViG_3300029796_000007|3300029796|Ga0243875_1000422 30329:42221(+)
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IMGVR_UViG_3300045988_134944|3300045988|Ga0495776_178686 30674:40929(+)
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IMGVR_UViG_3300045988_098207|3300045988|Ga0495776_019024 24878:36800(+)
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Nucleotidyl transferase AbiEii__AbiEii toxin, Type IV TA system (CDS_0036)
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38 39 40 41
WYL_I_II_III_IV_V_VI_1 (CDS_0042)
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CDS_0040
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