
MGV-GENOME-0353839 30572:37265(+)
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IMGVR_UViG_3300045988_097272|3300045988|Ga0495776_186114 30542:37132(+)
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CDS_0037
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38 39 40 41 42
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39 40
endolysin (CDS_0041)
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36 37 38 39 4041 42

IMGVR_UViG_3300045988_104477|3300045988|Ga0495776_166071 30401:38648(+)

38 394041 42 43

IMGVR_UViG_3300045988_125224|3300045988|Ga0495776_095591 30481:40287(+)
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IMGVR_UViG_3300045988_107398|3300045988|Ga0495776_161909 29607:37602(+)
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IMGVR_UViG_3300045988_136366|3300045988|Ga0495776_156345 30263:39203(+)
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43 44 45

IMGVR_UViG_3300029796_000007|3300029796|Ga0243875_1000422 30329:42221(+)
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IMGVR_UViG_3300045988_134944|3300045988|Ga0495776_178686 30674:40929(+)
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IMGVR_UViG_3300029365_000490|3300029365|Ga0243866_1000440|3922-55106 30329:39599(+)
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IMGVR_UViG_3300045988_098207|3300045988|Ga0495776_019024 24878:36800(+)
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IMGVR_UViG_3300029368_000056|3300029368|Ga0243967_100314 30519:42562(+)
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IMGVR_UViG_3300029359_000152|3300029359|Ga0243835_1000312 28755:43805(+)
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Nucleotidyl transferase AbiEii__AbiEii toxin, Type IV TA system (CDS_0036)
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IMGVR_UViG_3300029360_000197|3300029360|Ga0243814_1000848 25234:38441(+)
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Nucleotidyl transferase AbiEii__AbiEii toxin, Type IV TA system (CDS_0036)
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IMGVR_UViG_3300045988_139073|3300045988|Ga0495776_025666 30481:47221(+)
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IMGVR_UViG_3300045988_094245|3300045988|Ga0495776_151149 30655:37669(+)

CDS_0036
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38 39 40 41
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IMGVR_UViG_3300045988_105841|3300045988|Ga0495776_171373 31919:39021(+)

CDS_0037
CDS_0038

CDS_0039
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CDS_0036 CDS_0043
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IMGVR_UViG_3300001525_000082|3300001525|chfec4_10000145 25961:37458(+)
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