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Nucleotidyl transferase AbiEii__AbiEii toxin, Type IV TA system (CDS_0036)
33
30 31 Qf?i 35 37 38 39 40 41 42 43 44 45 46

|
|
%

— -
uvig 443867 25234:42681(+)

Nucleotidyl transferase AbiEii__AbiEii toxin, Type IV TA system (CDS_0036)
33
30 31 32 3435 37 38 39 40 41 42

|

—
|
I

A4 o — e ——t—
IMGVR_UVIG_3300029360.000197|3300029360]Ga0243814_1000848 25234:38441(+)
37 38 39 40 41 42 43 44 45 46 47

— - - — -
IMGVR_UViG_3300045988_139073|3300045988|Ga0495776_025666 30481:47221(+)

45
3637 38 39 40 41 42  4344] 4647 48 49

I - - — ||
IMGVR_UViG_3300008096_000511/3300008096|Ga0114155_1000184|13456-72251 30357:47504(+)

nucleotide-sugar epimerase (CDS_0048)
45
36 37 38 39 40 41 42 4344]46 47 49 50 51

|
|
%

MGV-GENOME-0348481 30357:49812(+)
transposase (CDS_0041)

42
36 37 38 39 40 T4z 44 45 4647 48 49

|
I
]

— —
uvig_86683 30655:49598(+)

CDS_0036 CDS_0038
~€DS_0037

I (N I N A
IMGVR_UViG_3300045988_094245[3300045988|Ga0495776_151149 30655:37669(+)

WYL_ILIL_II_IV_V_VI_1 (CDS_0042)
38 3940 41 43 44 45

IS
o
~
N
N
[oe]

49 5051 52 53

c
=<
5]
v
w
~N
0
w
w
o
X
=
o
IS
©
N
(8
o

7|
I
|
|
|
!
I
|
!
i
|

(+)

CDS_0040
CDS_0037 CDS 0039
CDS.0038 |  CDS 0043

_— N SN S
IMGVR UVIG_3300045988_105841|3300045988|Ga0495776 171373 31919:39021(+)
CDS_0040

— I ——————————
IMGVR_UViG_3300045988_110485|3300045988|Ga0495776_158972 30901:37906(+)

CDs_0036 CDS_0043

S I SN N S S —
IMGVR UVIG 3300045988 _106145|3300045988|Ga0495776 159496 32401:38973(+)
38 39 40 41 42 43 44 45 46 47 48 4950 51 52 53 54 5556 57 58

— A
uvig 34231 30263:55000(+)

endonuclease (CDS_0038)
CDS_0040
CDS_0032 CDS_0033 CDS£03—5

—y ____—— o~ ———— . ————
IMGVR_UViG_3300001525_000082|3300001525|chfec4 10000145 25961:37458(+)

9000 nt 1

DNA, RNA and nucleotide metabolism integration and excision lysis moron, auxiliary metabolic gene and host takeover other unknown function Defence Virulence
—




