phosphofructokinase (CDS_ 0050)
cysH_IV-B_1 (CDS_0058) exonuclease (CDS_0067)
48 49 51 52 53T55 56 57 5960 61 62 63T 65 66 68 69

|
]

MGV-GENOME-0363737 39000:52670(+)

cysH_IV-B_1 (CDS_0058)
54 55 56 57 5960 61 62 6364

IMGVR_UViG_3300045988_152778|3300045988|Ga0495776_165011 39000:52670(+)

cysH_IV-B_1 (CDS_0058)
54 56 57 59 60 616263

IMGVR_UViG_3300045988_124550|3300045988|Ga0495776_114835[406-94906 40980:55140(+)

HNH endonuclease (CDS_0051)
50 53 54 55 56 57 58 59 6061

uvig 572697 39571:52632(+)

HNH endonuclease (CDS_0054)
HNH endonuclease (CDS_0056)
57
3 1 5960 61 62 63T65 66 67 6869

w1

i%

uvig_233069 42456:55457(+)

58
52 54 55 5715960 61 62 63 64 65 66 67 68 69 74

MGV-GENOME-0364871 41046:56599(+)

62 DNA polymerase (CDS_0064)
56 617 63 65 66

IMGVR_UViG_3300045988_102968|3300045988|Ga0495776_027420 42963:55423(+)

59 70
53 58] 60 61 62 63 6465 66 676869 |71

IMGVR_UViG_3300029220_000112|3300029220|Ga0168707_100093[827-94820 41095:55154(+)

HNH endonuclease (CDS_0055) 59 64
54 56 5860 61 62 63] 65 DNA methyltransferase (CDS_0068)

IMGVR_UViG_3300045988_121137|3300045988|Ga0495776_131968 39671:52510(+)

59 64
5860 61 62 63] 65

MGV-GENOME-0360081 39671:52510(+)
57 59 60 61 62 63 64 65

IMGVR_UViG_3300045988_139367|3300045988|Ga0495776_027357 41053:53223(+)
6000 nt 1
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