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CDS_0041 CDS_0043 anaerobic ribonucleoside reductase large subunit (CDS_0045)
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anaerobic ribonucleoside reductase large subunit (CDS_0045)
HNH endonuclease (CDS_0043)
CDS_0042 CDS_0044 CDS_0049 phosphofructokinase (CDS_0050)
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HNH endonuclease (CDS_0043)
CDS_0044 anaerobic ribonucleoside reductase large subunit (CDS_0045)
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DNA, RNA and nucleotide metabolism lysis other tail unknown function



