radical SAM domain protein (CDS_0024)
endolysin (CDS_0020) Druantia_ll__DruM (CDS_0023)
14 15 16 17 18 19 21 22 \ 25 26 27 28 29

MGV-GENOME-0176076 12958:24075(+)

endolysin (CDS_0020)
19 21 22 radical SAM domain protein (CDS_0023)
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uvig_475656 12981:22927(+)

endolysin (CDS_0020) radical SAM domain protein (CDS_0024)
19’ 21 22 23 25 27 28
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MGV-GENOME-0181074 12918:24825(+)

endolysin (CDS_0020)
19 21 22 23 DNA methyltransferase (CDS_0024) 29
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MGV-GENOME-0182884 13031:25113(+)

endolysin (CDS_0020)
{119 21 22 23 24 25
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MGV-GENOME-0170680 13027:23291(+)

endolysin (CDS_0020)
1) 21 22 23 24 MazG-like pyrophosphatase (CDS_0026)
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MGV-GENOME-0172517 13025:23549(+)

endolysin (CDS_0020)
19 21 22 23 24 radical SAM domain protein (CDS_0025)
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MGV-GENOME-0177405 12850:24280(+)

endolysin (CDS_0020)
CDS_0022
CDS 0019 C€DS 0021]

MGV-GENOME-0143871 13025:19732(+)

radical SAM domain protein (CDS_0026)
endolysin (CDS_0020) Druantia_ll__DruM (CDS_0025)
19 21 22 23 24 | 27

MGV-GENOME-0183581 12931:25219(+)

endolysin (CDS_0019)
18 20 21 22 Druantia_ll__DruM (CDS_0023) 27
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MGV-GENOME-0178991 12643:24514(+)

endolysin (CDS_0020)
19 21 22
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uvig 559009 13115:27183(+)

endolysin (CDS_0019)
18 20 21 22 Druantia_ll__DruM (CDS_0023) 27 28
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MGV-GENOME-0176796 12662:24188(+)
MazG-like pyrophosphatase (CDS_0019)

MGV-GENOME-0154736 13249:21118(+)

DNA methyltransferase (CDS_0028)
endolysin (CDS_0020) Druantia_ll__DruM (CDS_0027)
19 21 22 23 24 25 26 | 29

uvig_30873 13027:27943(+)

DNA methyltransferase (CDS_0025)
endolysin (CDS_0020) Druantia_ll__DruM (CDS_0024)
19 21 22 23 | 26
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MGV-GENOME-0201058 13027:24761(+)

DNA methyltransferase (CDS_0029)
endolysin (CDS_0020) exonuclease VIII (CDS_0024) Druantia_ll_DruM (CDS_0028)
19 21 22 23 25 26 27 \ 30
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MGV-GENOME-0225454 13027:28711(+)

DNA methyltransferase (CDS_0021)

endolysin (CDS_0018)
T 19 20 22

MGV-GENOME-0163101 12659:22228(+)

DNA methyltransferase (CDS_0020)
DNA methyltransferase (CDS_0019)
CDS_0018 CDS_0021
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MGV-GENOME-0160863 12654:21934(+)
DNA methyltransferase (CDS_0022)

endolysin (CDS_0018)
T 19 20 21 23
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MGV-GENOME-0168058 12659:22921(+)
DNA helicase (CDS_0020)

CDS_0018
CDS_0019 | CDS 0021

MGV-GENOME-0148577 12660:20306(+)

DNA methyltransferase (CDS_0023)
endolysin (CDS_0020)
19 2122 2 26 27 28
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MGV-GENOME-0164037 12850:22363(+)
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