
Mycobacterium_phage_Pippin 28145:34061(+)

CDS_0036
CDS_0037

CDS_0038

site-specific recombination directionality factor RDF (CDS_0039)

CDS_0040
CDS_0041

phosphofructokinase (CDS_0042)

CDS_0043 CDS_0044
CDS_0045

CDS_0046 CDS_0047

NC_052462.1 28536:35788(+)

phosphofructokinase (CDS_0044) DNA methyltransferase (CDS_0048) CDS_0049

NC_052430.1 28103:34372(+)

phosphofructokinase (CDS_0043)
endonuclease VII (CDS_0047)

CDS_0048

Mycobacterium_phage_Marge 27823:34017(+)

CDS_0035 phosphofructokinase (CDS_0041)

NC_052439.1 27966:33836(+)

CDS_0043 CDS_0044 CDS_0049

NC_052437.1 27784:34410(+)

CDS_0037 phosphofructokinase (CDS_0043) CDS_0044

Mycobacterium_phage_Kykar 28544:36037(+)

phosphofructokinase (CDS_0043) DNA methyltransferase (CDS_0047) CDS_0049

Mycobacterium_phage_Zephyr 28124:34784(+)

phosphofructokinase (CDS_0042) CDS_0043

Mycobacterium_phage_Atkinbua 28281:35118(+)

phosphofructokinase (CDS_0045) CDS_0046 CDS_0052

Mycobacterium_phage_Rubeus 26293:32682(+)

phosphofructokinase (CDS_0042) CDS_0043

Mycobacterium_phage_Arlo 27880:35089(+)

phosphofructokinase (CDS_0042) CDS_0043 CDS_0049

Mycobacterium_phage_Rufus 28006:35309(+)

phosphofructokinase (CDS_0042) CDS_0043

Mycobacterium_phage_Sibs6 26731:33378(+)

CDS_0039
phosphofructokinase (CDS_0043)

CDS_0044

Mycobacterium_phage_Pita2 28390:34520(+)

phosphofructokinase (CDS_0043) CDS_0044 CDS_0046

Mycobacterium_phage_Paphu 28191:35499(+)

phosphofructokinase (CDS_0041) CDS_0042 CDS_0045 CDS_0049

NC_052443.1 27839:35733(+)

phosphofructokinase (CDS_0042)
CDS_0043 CDS_0044 CDS_0048 CDS_0050

Mycobacterium_phage_Fascinus 27531:34744(+)

phosphofructokinase (CDS_0041)
CDS_0042 CDS_0043

Mycobacterium_phage_Bigfoot 27383:34231(+)

phosphofructokinase (CDS_0040) CDS_0041

Mycobacterium_phage_Bob3 27513:34514(+)

phosphofructokinase (CDS_0042) CDS_0043 CDS_0049 CDS_0050

Mycobacterium_phage_Petp2012 28443:37165(+)

phosphofructokinase (CDS_0042)
CDS_0043 CDS_0044

Mycobacterium_phage_BigMau 27242:35402(+)

phosphofructokinase (CDS_0041) CDS_0042 CDS_0048

Mycobacterium_phage_Jerm2 27991:36125(+)

phosphofructokinase (CDS_0042) CDS_0043

JN698998.1 27762:33532(+)

phosphofructokinase (CDS_0043) CDS_0044 CDS_0049

Mycobacterium_phage_Nerujay 27971:35809(+)

CDS_0044 phosphofructokinase (CDS_0045)

Mycobacterium_phage_Hope4ever 28286:34973(+)

CDS_0044 phosphofructokinase (CDS_0045)

NC_052436.1 27948:34581(+)

metallo-phosphoesterase (CDS_0043) phosphofructokinase (CDS_0044) CDS_0049 DNA methyltransferase (CDS_0051)

Mycobacterium_phage_CactusRose 27251:35252(+)

metallo-phosphoesterase (CDS_0039)
phosphofructokinase (CDS_0040)

CDS_0041 CDS_0044 CDS_0046 CDS_0047

Mycobacterium_phage_BaconJack 28618:37803(+)

CDS_0042
phosphofructokinase (CDS_0043)

CDS_0044 CDS_0047 CDS_0048

Mycobacterium_phage_Arcanine 27651:36193(+)

CDS_0040
phosphofructokinase (CDS_0042)

CDS_0043

NC_042324.1 27495:35720(+)

CDS_0042 CDS_0043

Mycobacterium_phage_Pinto 27436:34836(+)

phosphofructokinase (CDS_0041) CDS_0042

Mycobacterium_phage_Ichabod 28239:36182(+)

phosphofructokinase (CDS_0045) CDS_0046 CDS_0052

Mycobacterium_phage_BPBiebs31 27956:35392(+)

phosphofructokinase (CDS_0042) CDS_0043

Mycobacterium_phage_PattyP 27221:35870(+)

CDS_0040
phosphofructokinase (CDS_0041)

CDS_0042

Mycobacterium_phage_NEHalo 27481:35843(+)

phosphofructokinase (CDS_0040) CDS_0041 CDS_0046 CDS_0048

NC_052440.1 28791:35295(+)

CDS_0041
phosphofructokinase (CDS_0042)

CDS_0043

NC_028815.1 28380:35885(+)

CDS_0042 phosphofructokinase (CDS_0043) CDS_0049

Mycobacterium_phage_Zeeculate 28425:35821(+)

phosphofructokinase (CDS_0042) CDS_0043 CDS_0048 CDS_0049

NC_023695.1 28556:37186(+)

phosphofructokinase (CDS_0041) CDS_0042
DNA methyltransferase (CDS_0046)

HNH endonuclease (CDS_0047)

NC_023720.1 28059:36551(+)

phosphofructokinase (CDS_0042) CDS_0043

NC_028920.1 27393:36117(+)

phosphofructokinase (CDS_0040) CDS_0041 CDS_0048

Mycobacterium_phage_ConceptII 28280:35843(+)

phosphofructokinase (CDS_0043) CDS_0044

NC_052426.1 28280:35843(+)

phosphofructokinase (CDS_0043) CDS_0044

Mycobacterium_phage_HarryOW 27096:34466(+)

phosphofructokinase (CDS_0041) CDS_0042 CDS_0048

NC_052432.1 27096:34466(+)

phosphofructokinase (CDS_0041) CDS_0042

Mycobacterium_phage_Gyzlar 25147:32012(+)

phosphofructokinase (CDS_0037) CDS_0038

Mycobacterium_phage_JackSparrow 28178:35199(+)

phosphofructokinase (CDS_0043) CDS_0044 CDS_0050 CDS_0051

Mycobacterium_phage_Fenn 30631:36294(+)

phosphofructokinase (CDS_0045) CDS_0048

NC_052465.1 27986:34618(+)

phosphofructokinase (CDS_0044) CDS_0045

Mycobacterium_phage_Snazzy 27986:35041(+)

phosphofructokinase (CDS_0044)
CDS_0045

CDS_0046 CDS_0051 CDS_0052

NC_052422.1 27269:33919(+)

phosphofructokinase (CDS_0040) CDS_0041 CDS_0046 HTH DNA binding protein (CDS_0048)

Mycobacterium_phage_Marcell 27535:34433(+)

phosphofructokinase (CDS_0040) CDS_0041

NC_028784.1 29087:36775(+)

phosphofructokinase (CDS_0044) CDS_0047
CDS_0048

Mycobacterium_phage_Tasp14 29087:36775(+)

CDS_0047
CDS_0048

KJ409696.1 29114:35948(+)

CDS_0047
CDS_0048

Mycobacterium_phage_Briton15 29151:36633(+)

CDS_0048

NC_022975.1 28679:37038(+)

CDS_0047

Mycobacterium_phage_Parliament 29393:37718(+)

CDS_0047 CDS_0050

Mycobacterium_phage_Target 26878:34179(+)

CDS_0043 CDS_0047

Mycobacterium_phage_DD5 25678:32535(+)

CDS_0033 CDS_0034 CDS_0039

Mycobacterium_phage_PinkPlastic 25512:32736(+)

CDS_0041

Mycobacterium_phage_BeesKnees 25527:32793(+)

CDS_0035 CDS_0041

NC_024143.1 28087:33141(+)

phosphofructokinase (CDS_0044)

Mycobacterium_phage_Dulcie 28284:36023(+)

CDS_0045 CDS_0048

Mycobacterium_phage_Ohno789 29327:36320(+)

phosphofructokinase (CDS_0045)

NC_028874.1 27426:34416(+)

phosphofructokinase (CDS_0044) CDS_0045

NC_052469.1 29268:34078(+)

CDS_0044 CDS_0047

NC_028828.1 28439:35436(+)

CDS_0042 CDS_0046 CDS_0047

Mycobacterium_phage_Mryolo 27623:33871(+)

CDS_0042

NC_041985.1 27784:36704(+)

phosphofructokinase (CDS_0043) CDS_0044

Mycobacterium_phage_Turj99 27273:36131(+)

CDS_0036
CDS_0037

CDS_0038
phosphofructokinase (CDS_0042) CDS_0043

Mycobacterium_phage_Big3 29432:36744(+)

phosphofructokinase (CDS_0043) CDS_0046 CDS_0049 CDS_0050

Mycobacterium_phage_MrGordo 28566:35728(+)

CDS_0045

Mycobacterium_phage_Tripl3t 28722:37196(+)

CDS_0043 CDS_0046 CDS_0047 CDS_0051 CDS_0053

NC_052451.1 26869:35942(+)

phosphofructokinase (CDS_0043) CDS_0044 CDS_0050

Mycobacterium_phage_Adahisdi 27399:36100(+)

phosphofructokinase (CDS_0043) CDS_0044

Mycobacterium_phage_Ajay 27651:36157(+)

phosphofructokinase (CDS_0044) CDS_0045 CDS_0050

Mycobacterium_phage_Michley 27343:34853(+)

CDS_0037 CDS_0043 CDS_0044 CDS_0048 CDS_0050

Mycobacterium_phage_Fushigi 25395:33024(+)

phosphofructokinase (CDS_0041) CDS_0042

Mycobacterium_phage_Wheeler 27884:36131(+)

CDS_0041 CDS_0042 DNA methyltransferase (CDS_0045)

3000 nt

DNA, RNA and nucleotide metabolism integration and excision other transcription regulation unknown function


