HTH DNA binding protein (CDS_0021)

CDS_0016CDS_0019

CDS_0014CD5_0017 CDS_0020

CDS_0012 CDS_0013 "~ CDS_0015CDS_0018[ | CDS_0022

uvig 570802 9655:22825(+)
CDS_0013 CDS_0018

MGV-GENOME-0312165 9655:22764(+)

HitABC (VF0268) (CDS_0018)
CDS 0017 | CDS_0019

uvig_322426 9661:23838(+)
CDS_0017 CDS_0018

MGV-GENOME-0316867 9661:22860(+)
CDS_0013 CDS 0018

MGV-GENOME-0317357 9655:23119(+)
HitABC (VF0268) (CDS_0018)

R

(8/1
|

=
o
[
~

uvig 250434 9659:24121(+)

CDS_0018
CDS_0017 | CDS 0019

MGV-GENOME-0319616 9659:23745(+)

CDS_0021
CDS_0014 CDS 0019 |  CDS.0025

Ma 2019 SRR413573 NODE 317 length 54294 cov 16615185 9655:23712(+)
CDS 0019

SAMNO0791918_al_ct31490_vs1 9655:23926(+)

19
18] 21
177120 2223 24 25

MGV-GENOME-0349871 9653:27676(+)

26
19 25
17 18] 20 2122 23 24] [27 2829 30

IMGVR_UViG_3300045988_070099|3300045988|Ga0495776_180209 9653:32445(+)

endolysin (CDS_0028)
26
19 25| holin (CDS_0029)
17 18] 20 21222324 |27 | | 30

MGV-GENOME-0353058 9653:32445(+)
3-hydroxymyristoyl] glucosamine N-acyltransferase [LPS (VF0542) (CDS_0040)

endolysin (CDS_0029) SpaH-type pili (VF0727) (CDS_0048)
19 27 DEDDh_IILIIIV_V_VI_1 (le_ooss) RIrA islet (VF0529) (CDS_0047)
18 26| holin (CDS_0030) SoFic_SoFic (CDS_0045)

1712021 222324 25[ |28 | | 31 3233 34 35 36 37 | 39 4142 43 44 46 | 49
RO BB DH D)@ @K D-HH D IO H—E-AdMH
uvig 229202 9653:52414(+)

19 23 25 27 30

17 18] 20 21 22]24[26]28 29 [31 32

IMGVR_UViG_3300045988_062316|3300045988|Ga0495776_019910 9659:32710(+)

endolysin (CDS_0029)
holin (CDS_0030)

19 23 25 27
17 18] 20 21 22]24[26]28 3132

MGV-GENOME-0335830 9659:32710(+)

holin (CDS_0030)
18 27
1921 28
17 |20[ 2223 24  2526] 29 | 31 32

I

IMGVR_UViG_3300029549_000229|3300029549|Ga0244894_100015| 171778-235553 9652:32806(+)

endolysin (CDS_0029)
holin (CDS_0030)
18 27
1921 28
17 |20] 2223 24  2526] 31 32 3637

!

uvig 248027 9652:31922(+)

endolysin (CDS_0029)
21 27
20 28 | 30
192223 24 2526] [3132 33

!%

uvig 395668 9655:31904(+)

10000 nt 1

DNA, RNA and nucleotide metabolism lysis other tail unknown function Defence Virulence
— I I



