Siderophore-dependent iron uptake system (VFO738) (CDS_0032)
toxin-antitoxin system HicB-like (CDS_0023)
RegX3 (VF0858) (CDS_0030)

endolysin (CDS_0021) VirR/Vir§ (VFO791) (CDS_0031)
tail length tape measure protein (CDS_0012) 19 toxin (CDS_0024) excisionase (CDS_0029) Retron_VI_HTH (CDS_0036)
13 14 15 16 17 18]20 22 | [25 26 2728] | | 33 34 35 | 37
I I — -

uvig_130710 8306:29390(+)

vancomycin resistance histidine kinase VanS (NFO33091.0) (CDS_0028)
Retron_VI_HTH (CDS_0024;
RegX3 (VF0858) (CDS_0027)
excisionase (CDS_0026)
endolysin (CDS_0021)

19 transposase (CDS_0023)
17 18720 22 | |25 |

Siderophore-dependent iron uptake system (VF0738) (CDS_0029)

uvig_248416 8288:26725(+)

toxin-antitoxin system HicB-like (CDS_0023)
endolysin (CDS_0021]

19 toxin (CDS_0024)
17 18T20 22 \ T Siderophore-dependent iron uptake system (VF0738) (CDS_0025)

Han_2018_ERR1398156_NODE_98_length_39379_cov_19.004374 8288:24426(+)

toxin-antitoxin system HicB-like (CDS_0023)
endolysin (CDS_0021;
19 ‘
17 18720 22 | toxin(CDS_0024)

8-
g

IMGVR_UViG_3300045988_081051|3300045988|Ga0495776_153714 8296:24007(+)

toxin-antitoxin system HicB-like (CDS_0023)
endolysin (CDS_0021
19
17 18]20 22 | toxin(CDS_0024)

-
—

SAMEA3951682 b1 ct3 8288:23868(+)

toxin-antitoxin system HicB-like (CDS_0023)
endolysin (CDS_0021;
19 toxin (CDS_0024)
17 187120 22 | 25 26 27

%
5

uvig_141089 8296:27624(+)

vancomycin resistance histidine kinase VanS (NF033091.0) (CDS_0027)
toxin-antitoxin system HicB-like (CDS_0023)
RegX3 (VF0858) (CDS_0026)
endolysin (CDS_0021}

19 toxin (CDS_0024)
17 18720 22 | T 25 | MntABC (VF0455) (CDS_0028)

uvig 216760 8288:26411(+)

toxin-antitoxin system HicB-like (CDS_0023)
endolysin (CDS_0021]
19
17 18720 22 | toxin(CDS.0024) 29

i%

MGV-GENOME-0306213 8323:23017(+)

toxin-antitoxin system HicB-like (CDS_0023)
endolysin (CDS_0021]
19 ‘
17 18 T 20 22 _toxin (CDS_0024)

,%

MGV-GENOME-0261636 8306:22983(+)
toxin-antitoxin system HicB-like (CDS_0023)

endolysin (CDS_0021)
19
17 18720 22 ‘ toxin (CDS_0024)
/O PR E&E—ac-ad

MGV-GENOME-0269752 8323:23046(+)

toxin-antitoxin system HicB-like (CDS_0023)
endolysin (CDS_0021)
19
17 18T20 22 ‘ toxin (CDS_0024)

a%

IMGVR_UViG_3300045988_088430|3300045988|Ga0495776_153931 8314:24005(+)

toxin-antitoxin system HicB-like (CDS_0023)
endolysin (CDS_0021]
19
17 18]20 22 toxin (CDS_0024)

i%

OTU_2708 8323:24042(+)

endolysin (CDS_0021)
19
17 18T20 22 toxin-antitoxin system HicB-like (CDS_0023)

i%

IMGVR_UViG_3300045988_104731|3300045988|Ga0495776_183041 8323:23977(+)

endolysin (CDS_0021)
19
17 18T20 22 toxin-antitoxin system HicB-like (CDS_0023)

i%

MGV-GENOME-0264534 8323:23977(+)
toxin-antitoxin system HicB-like (CDS_0022)

endolysin (CDS_0020)
17 18 19 21 | toxin (CDS_0023)
iR O DEEOED-AP
MGV-GENOME-0296743 8323:22969(+)
toxin-antitoxin system HicB-like (CDS_0023)
endolysin (CDS_0021) Siderophore-dependent iron uptake system (VF0738) (CDS_0030)
19 toxin (CDS_0024) RelE-like toxin (CDS_0028)
17 18]20 228 Ml 25 26 27| 29
[, N Oy R e ) NN Ny | oy W, S N S W e
SRS043667_al _ct2522 vsO1 8323:30223(+)
CDS_ 0017

IMGVR_UViG_3300045988_090029|3300045988|Ga0495776_167521 8290:20395(+)

CDS_0018
CDS_0017 T Siderophore-dependent iron uptake system (VF0738) (CDS_0019)

uvig_329178 8288:21488(+)
CDS_0017

MGV-GENOME-0242146 8323:20453(+)

CDS_0018
CDs 0017

MGV-GENOME-0246599 8314:21279(+)
CDS_0011 CDS_0016

uvig 413780 7770:19456(+)
CDS_0016

MGV-GENOME-0218983 7770:19644(+)
8000 nt 1

DNA, RNA and nucleotide metabolism integration and excision lysis moron, auxiliary metabolic gene and host takeover tail unknown function Defence Virulence AMR
— I I I



