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IMGVR_UViG_3300029215_000225|3300029215|Ga0167476_100077[129221-168462 6918:32540(+)
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MGV-GENOME-0309666 6915:31726(+)
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MGV-GENOME-0308542 6913:32155(+)
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IMGVR_UViG_3300045988_145966|3300045988|Ga0495776_148227 6915:32057(+)

endolysin (CDS_0017)
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IMGVR_UViG_3300045988_143271|3300045988|Ga0495776_161920 6915:33777(+)
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IMGVR_UViG_3300039377_000187|3300039377|Ga0169242_00230|10163-49376 6915:32213(+)
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MGV-GENOME-0310073 6923:31935(+)
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MGV-GENOME-0250720 6923:29318(+)

DNA invertase (CDS_0013)
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MGV-GENOME-0236214 6923:27029(+)
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IMGVR_UViG_3300045988_147632|3300045988|Ga0495776_178231 6923:31143(+)
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MGV-GENOME-0249223 6913:29173(+)

CDs_0013
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SAMEA2579976_al_ct37288_vs1 6915:30146(+)
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MGV-GENOME-0246612 6938:29713(+)

structural protein with Ig domain (CDS_0013)
6 11 12 14 15

MGV-GENOME-0341990 6368:23835(+)
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CDS_0013 CDS_0014

MGV-GENOME-0240543 6918:28601(+)

DNA invertase (CDS_0012)
CDS_0011 CDS_0013

MGV-GENOME-0166577 6350:17345(+)
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