HNH endonuclease (CDS_0030)
DnaD-like helicase loader (CDS_0031) dUTPase (CDS_0043)
32 33 34 35 36 37 38 39 40 41 42 44

|
:

OTU_3470 25597:31519(+)

CDS 0035
~ CDS_0036
CDS 0034 | | cDs 0037
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CDS 0036
CDS_0037
CcDs 0035 | | CDs.0038

IMGVR_UViG_3300045988_048867|3300045988|Ga0495776_021989 25356:30523(+)

DNA methyltransferase (CDS_0037)
35 36 38 39 40

SRS055177_a1_ct22403 25980:32419(+)

DNA methyltransferase (CDS_0035)
34 36 37 38

OTU_3558 25579:31735(+)

CDS 0036
CDS_0035 | CDS_0037 CDS_0042

IMGVR_UViG_3300011982_000054/3300011982|Ga0119773_1000043 27853:33705(+)

CDS_0036
CDS.0035 | CDS 0037

SRS048893_al ct6802 25880:31569(+)

RM_Type_II__Type_ll_MTases__Type_l|_MTases_FAM_0 (CDS_0042)
DNA methyltransferase (CDS_0041)
37 38 39 40 | | 46

SAMNO9781745 a1l _ct364 26281:33042(+)

transcriptional regulator (CDS_0035)
CDS_0036
"] cDps_ 0037

!%

MGV-GENOME-0232318 25977:31667(+)

DNA methyltransferase (CDS_0036)
CDS_0035 CDS_0037

i#

IMGVR_UViG_3300008420_000019|3300008420|Ga0115228_100252 25970:32200(+)

DNA methyltransferase (CDS_0032)
CDS_0031
CDS.0030 | CDS_0033

;ﬁ

SAMNO1779886_al ct17859 vs1 16418:22788(+)
CDS_0034 DNA methyltransferase (CDS_0035)

SRS020628_a1_ct15343 25830:32031(+)

CDS_0035
CDS_0034 CDS_0036

MGV-GENOME-4407348 25263:30600(+)

DNA methyltransferase (CDS_0036)
35 37 38 Druantia_ll__DruM (CDS_0039)

:
\

IMGVR_UViG_3300045988_086072|3300045988|Ga0495776_063610 25104:32031(+)

CDS_0036
CDS_0035 | Druantia_Il_DruM (CDS_0037)

IMGVR_UViG_3300045988_068498|3300045988|Ga0495776_064174 26009:32343(+)

CDS_0035
CDS_0034 Druantia_lI__DruM (CDS_0036)

OTU_3353 25594:32022(+)

DNA methyltransferase (CDS_0035)
34 36 37 38 DNA methyltransferase (CDS_0039)

SAMN11031408 a1l ct1482 25555:32181(+)
33 34 35 36 DNA methyltransferase (CDS_0037)

uvig 591256 25494:31800(+)

CDS_0038
~CDS_0039
CDS_0037 | CDS_0040

uvig_596450 28933:34630(+)

DNA methyltransferase (CDS_0037)
CDS_0036
CDS.0035 | CDS_0038

IMGVR_UViG_3300006748_000008|3300006748|Ga0101800_100257 26085:32484(+)

34 35 36 37 38 DNA methyltransferase (CDS_0039)

OTU_3452 25113:31490(+)

CDS 0039
CDS_0038
CDS.0037 | | CDS 0040

IMGVR _UViG_3300045988 056043|3300045988|Ga0495776_002734 26293:31952(+)
32 33 34 35 DNA methyltransferase (CDS_0036)

MGV-GENOME-0191245 18354:24462(+)

CDS_0036 DNA methyltransferase (CDS_0038)
CDS_0035 €DS_0037

IMGVR_UViG_3300007186_000030|3300007186|Ga0103259_100391 26098:32020(+)

DNA methyltransferase (CDS_0035)
34 36 37 DNA methyltransferase (CDS_0038)

i#

OTU_3472 25351:31720(+)
36 37 38 39 40

IMGVR_UViG_3300028542_000031|3300028542|Ga0307830_1201 26089:32364(+)

DNA methyltransferase (CDS_0032)
DNA methyltransferase (CDS_0029) 30 31 RM_Type_ll_ Type_ll_MTases__Type_ll_MTases_FAM_0 (CDS_0033)

SRS142896_al ct26683_vs1 15992:22481(+)

DNA methyltransferase (CDS_0030)
27 28 29 RM_Type_ll_Type_ll_MTases__Type_ll_MTases_FAM_0 (CDS_0031)

{
i

MGV-GENOME-0196924 18927:25204(+)

CDS_0037
DNA methyltransferase (CDS_0036) | CDS 0038

MGV-GENOME-0231582 25937:31658(+)

DNA methyltransferase (CDS_0035) CDS_0037
CDS_0036 CDS 0038

;#

IMGVR_UViG_3300045988_053238|3300045988|Ga0495776_002339 26106:31853(+)

CDS_0036 DNA methyltransferase (CDS_0038)
DNA methyltransferase (CDS_0035) €DS_0037

;ﬁ

OTU_3367 25987:31967(+)

DNA methyltransferase (CDS_0034)
33 35 36 DNA methyltransferase (CDS_0037)

;#

MGV-GENOME-0230985 25598:31846(+)

CDS_0037 DNA methyltransferase (CDS_0039)
CDS_0036 CDS_0038

;ﬁ

IMGVR_UViG_3300019477_000038|3300019477|Ga0197716_100038 27810:33720(+)

CDS_0035 DNA methyltransferase (CDS_0037)
CDS_ 0034 €DS_0036

;ﬁ

OTU_3549 25581:31378(+)

DNA methyltransferase (CDS_0036)
35 37 38 39

OTU_3361 25934:32094(+)

DNA methyltransferase (CDS_0034)
33 35 36 37 DNA methyltransferase (CDS_0038)

i#

OTU_3399 25575:32091(+)

DNA methyltransferase (CDS_0031) CDS_0033
CDS_7003§ CDS_0034

i#

MGV-GENOME-0190519 18878:24609(+)

DNA methyltransferase (CDS_0036)
‘DNA methyltransferase (CDS_0038)
35

w
~N
W
O

OTU_3409 25601:32163(+)

DNA methyltransferase (CDS_0035) CDS_0037
CDS_0036 CDS_0038

;#

MGV-GENOME-0232009 26106:31853(+)

CDS_0035
"CDS_0036
CDS_0034 | CDS_0037

IMGVR_UViG_3300045988_081911|3300045988|Ga0495776_002348 25914:31415(+)

CDS_0036
CDS 0035  DNA methyltransferase (CDS_0037)

IMGVR_UViG_3300045988_064615|3300045988|Ga0495776_002344 25973:31740(+)

DNA methyltransferase (CDS_0036)
CDS_0035 CDS_0037

IMGVR_UViG_7000000681_000074|7000000681|SRS018439_Baylor_scaffold_61766 25946:31927(+)
DNA methyltransferase (CDS_0035) CDS_0036

Zhao_Case_2_NODE_10_length_36342_cov_660.154187 28283:34121(+)

DNA methyltransferase (CDS_0036)
CDS_0035 CDS_0037

%ﬁ

IMGVR_UViG_7000000057_000057|7000000057|SRS013818_Baylor_scaffold_64306 26562:32716(+)

DNA methyltransferase (CDS_0037)
CDS_0036 CDS_0038

i#

OTU_3368 25965:32346(+)

DNA methyltransferase (CDS_0036)
CDS_0035 CDS_0037

!#

OTU_3374 25959:32189(+)
CDS_0035 DNA methyltransferase (CDS_0036)

OTU_3366 25895:32223(+)

CDS_0035 DNA methyltransferase (CDS_0037)
" [cps_oo36 CDS 0038

OTU_3393 25864:32544(+)

DNA methyltransferase (CDS_0036)
CDS_0035 CDS_0037

i#

SRS011243_a1_ct14501_vs1 26765:33288(+)

CDS_0038
CDS_0037 CDS_0039

IMGVR_UViG_3300045988_053275|3300045988|Ga0495776_104897 26336:32044(+)

CDS_0029
CDS_0028 CDS_0030

SAMN11893692 a1l ct65751 vs1 23084:29163(+)

CDS_0036
CDS_0035 CDS_0037

IMGVR_UViG_7000000576_000101|7000000576|SRS022621_Baylor_scaffold_81973 25877:31777(+)

CDS_0035
CDS_0034 CDS_0036

IMGVR_UViG_3300006678_000004|3300006678|Ga0100058_100451 25979:31583(+)

DNA methyltransferase (CDS_0036)
DNA methyltransferase (CDS_0035)

IMGVR_UViG_3300008715_000010|3300008715|Ga0115609_1000421 26059:32382(+)
DNA methyltransferase (CDS_0035)

IMGVR_UViG_7000000349_000048|7000000349|SRS047210_WUGC _scaffold_20118 25882:31420(+)

DNA methyltransferase (CDS_0037)
CDS_0036
CDS_0035 CDS_0038

!ﬁ

uvig 576348 25959:31873(+)

CDS_0034
CDS_0033 DNA methyltransferase (CDS_0035)

OTU_3869 23831:29659(+)

DNA methyltransferase (CDS_0036)
DNA methyltransferase (CDS_0034) 35 37 DNA methyltransferase (CDS_0038)

OTU_3377 25449:32288(+)

DNA methyltransferase (CDS_0039)
35 36 37 38 40

SRS144124_al_ct24530 25838:32455(+)

DNA methyltransferase (CDS_0040)
37 38 39 41

SRS142545_al ct11069_vs1 28170:34800(+)

DNA methyltransferase (CDS_0037)
CDS_0036
CDS_0035 T RM_Type_Il_Type_ll_MTases__Type_ll_MTases_FAM_0 (CDS_0038)

IMGVR_UViG_3300007208_000028|3300007208|Ga0103291_100545 26022:32199(+)

DNA methyltransferase (CDS_0037)
CDS_0036
CDS_0035 | RM_Type_ll_Type_ll_MTases__Type_ll_MTases_FAM_0 (CDS_0038)

%
;

IMGVR_UViG_3300007977_000267|3300007977|Ga0111542_100120[10616-44389 25605:31782(+)

DNA methyltransferase (CDS_0038)
CDS_0037 RM_Type_Il_Type_ll_MTases__Type_ll_MTases_FAM_0 (CDS_0039)

uvig_875562 27646:33881(+)

DNA methyltransferase (CDS_0033) Druantia_ll__DruM (CDS_0035)
| CDs_0034 \

SRS146874 al ct9972 vs1 25708:32439(+)
DNA methyltransferase (CDS_0034) CDS_0035 RM_Type_ll_Type_ll_MTases__Type_ll_MTases_FAM_0 (CDS_0036)

OTU_3778 23336:30069(+)

DNA methyltransferase (CDS_0036)
CDS_0035 DNA methyltransferase (CDS_0037)

i#

OTU_3309 25982:32520(+)

DNA methyltransferase (CDS_0037)
DNA methyltransferase (CDS_0034)
33 35 36 | 39 4

W

OTU_3335 25569:32533(+)

DNA methyltransferase (CDS_0037)
36 38 39 40 DNA methyltransferase (CDS_0041) 46

i#

QOTU_2832 28938:35649(+)

DNA methyltransferase (CDS_0036)
35 37 38 39 DNA methyltransferase (CDS_0040)

i#

OTU_3347 26002:32714(+)

CDS_0035 DNA methyltransferase (CDS_0037)
CDS_0036 CDS_0038 CDS_0043

i#

OTU_3338 25594:32629(+)

CDS_0036
CDS_0035 CDS_0037

uvig_286027 25948:32161(+)

DNA methyltransferase (CDS_0037)
DNA methyltransferase (CDS_0039)
CDS_0036 CDS_0038 CDS_0043

y
#

uvig_394208 25899:32670(+)

DNA methyltransferase (CDS_0037)
34 35 36 DNA methyltransferase (CDS_0038)

;#

SAMN11031323_a1_ct229 25405:32240(+)

DNA methyltransferase (CDS_0036) DNA methyltransferase (CDS_0038)
33 34 35 DNA methyltransferase (CDS_0037)

uvig_316773 25420:33063(+)

CDS_0039
CDS_0035 CDS_0036 CDS_0038 DNA methyltransferase (CDS_0040)

SRS076926_al ct14313 vs1 26650:33074(+)

CDsS_0034
CDS_0036

CDS_0030 CDS_0033 CDS_0035 CDS 0037

IMGVR_UViG_3300045988_066921|3300045988|Ga0495776_153338 24524:30668(+)

DNA methyltransferase (CDS_0038)
29 33 34 36 37 39 40 41

IMGVR_UViG_3300007300_000210|3300007300|Ga0104843_100241[7307-42055 25451:32749(+)

DNA methyltransferase (CDS_0036)
DNA methyltransferase (CDS_0038)
28 29 35 | 37 39

SAMN11031282_a1_ct8159 24645:32588(+)
35 36 37 38 39

IMGVR_UViG_3300045988_058886|3300045988|Ga0495776_002737 25513:32370(+)

DNA methyltransferase (CDS_0035)
CDS_0034 DNA methyltransferase (CDS_0036)

i#

OTU_3445 24933:31872(+)

DNA methyltransferase (CDS_0037)
34 35 36 38 39 40

IMGVR_UViG_3300045988_047597|3300045988|Ga0495776_060120 24988:32906(+)
34 35 36 37 38 39

IMGVR_UViG_3300045988_033364|3300045988|Ga0495776_101324 25055:32499(+)
31 32 33 34 35 36

IMGVR_UViG_3300045988_046143|3300045988|Ga0495776_185123 22992:30661(+)

DNA methyltransferase (CDS_0018)
16 17 19 20 DNA methyltransferase (CDS_0021)

i#

uvig 396878 4796:13070(+)
35 36 37 38 DNA methyltransferase (CDS_0039)

SRS064831_al_ct2586 25420:32085(+)

DNA methyltransferase (CDS_0035)
34 36 37 DNA methyltransferase (CDS_0038)

§%

OTU_3440 24939:31847(+)

CDS_0036 DNA methyltransferase (CDS_0038)
CDS_0035 €DS_0037

;ﬁ

IMGVR_UViG_3300045988_045244(3300045988|Ga0495776_001552 25413:31853(+)
33 34 35 36 DNA methyltransferase (CDS_0037)

MGV-GENOME-0237168 24970:32196(+)
37 38 39 40 41 42

OTU_3154 26222:32610(+)
35 36 37 38 39

OTU_3266 25826:32046(+)

DnaD-like helicase loader (CDS_0032)
33 37 38 39 40 41

?

OTU_3169 25664:32524(+)
36 37 38 39 40

OTU_3184 25716:32472(+)
35 36 37 38 3940

OTU_3179 25672:32475(+)
36 37 38 39 40

OTU_3131 26687:32715(+)

DNA methyltransferase (CDS_0037)
CDS_0036 DNA methyltransferase (CDS_0038)

%*

OTU_3382 26060:32004(+)

DNA methyltransferase (CDS_0037)
CDS_0036
CDS_0035 | DNA methyltransferase (CDS_0038)

i#

SRS024138_al ct24220_vs1 25395:32233(+)

DNA methyltransferase (CDS_0034)
CDS_0033
CDS.0032 | DNA methyltransferase (CDS_0035)

i#

OTU_3570 24242:30864(+)

DNA methyltransferase (CDS_0033)
DNA methyltransferase (CDS_0035)
Mu Gam-like end protection (CDS_0027) 32 34 36

4
#

uvig_174857 24125:31638(+)

DNA methyltransferase (CDS_0038)
CDS_0037 DS_0039 CDS_0040

i#

SRS149231 al ct3119 vs1 29501:36119(+)

DNA methyltransferase (CDS_0038)
methyltransferase (CDS_0035)
DNA methyltransferase (CDS_0037)
Erf-like ssDNA annealing protein (CDS_0027) 33 34 \ 36

w
O

4
%#

IMGVR_UViG_7000000295_000111|7000000295|SRS019219_WUGC_scaffold_73889 23642:32792(+)

DNA methyltransferase (CDS_0035)
33 34 36 DNA methyltransferase (CDS_0037)

%ﬁ

IMGVR_UViG_3300007924_000016|3300007924|Ga0113552_100386 25341:33633(+)

DNA methyltransferase (CDS_0037)
DNA methyltransferase (CDS_0038)
33 35 36 | 39 44

uvig_293190 23997:33024(+)

DNA methyltransferase (CDS_0036)
DNA methyltransferase (CDS_0037)
34 35 | 38

MGV-GENOME-0239276 23617:32914(+)

DNA methyltransferase (CDS_0040)
DNA methyltransferase (CDS_0036)
34 35 37 38 39 41

)
%

OTU_3082 25328:33631(+)

DNA methyltransferase (CDS_0039)
DNA methyltransferase (CDS_0036)
33 34 35 37 38 40

#
%

IMGVR_UViG_3300045988_055992|3300045988|Ga0495776_149129 23984:32144(+)

DNA methyltransferase (CDS_0036)
CDS_0035
CDS.0034 | DNA methyltransferase (CDS_0037)

;#

QOTU_3380 24099:31932(+)

DNA methyltransferase (CDS_0036) DNA methyltransferase (CDS_0038)
34 35 DNA methyltransferase (CDS_0037)

OTU_3279 24165:32925(+)

DNA methyltransferase (CDS_0035)
33 34 36 37 DNA methyltransferase (CDS_0038)

%ﬁ

IMGVR_UViG_3300014292_000005|3300014292|Ga0134351_1000072 24193:31934(+)

DNA methyltransferase (CDS_0034)
DNA methyltransferase (CDS_0037)
32 33 35 36 38

.
|

SRS021897_al ct31798 vs1 24400:32542(+)

DNA methyltransferase (CDS_0036)
DNA methyltransferase (CDS_0038)
DNA methyltransferase (CDS_0035)
31 33 34 DNA methyitransferase (CDS_0037) 39

.
“%
x

uvig_76825 24099:32838(+)

DNA methyltransferase (CDS_0038)
DNA methyltransferase (CDS_0036)
28 34 35 DNA methyltransferase (CDS_0037) 39

MGV-GENOME-0236195 24099:32868(+)

CDS_0036 Druantia_ll__DruM (CDS_0038)
CDS_0035 €DS_0037

i%

SRS013651_al_ct2164 25322:33142(+)

DNA methyltransferase (CDS_0037)
33 34 35 36 38

SRS102808_a1_ct43664 _vs1 23226:32058(+)

CDS_0048
CDS_O(HT DNA methyltransferase (CDS_0049) CDS_0055

uvig 72366 30278:36311(+)

DnaD-like helicase loader (CDS_0033) DNA methyltransferase (CDS_0040) DNA methyltransferase (CDS_0042)
CDS_0035 CDS_0036 DNA methyltransferase (CDS_0041)

?

IMGVR_UViG_3300045988_094783|3300045988|Ga0495776_147753 26282:33459(+)

DNA methyltransferase (CDS_0038)
DNA methyltransferase (CDS_0041)
CDS_0040 DNA methyltransferase (CDS_0042)

4
#

Lim_Twin_A1_NODE_8_length_37211 _cov_81.618353 27240:34260(+)

CDS_0040
[ cDs 0041 CDS_0047

uvig 213281 26646:33233(+)
CDS_0042Druantia_ll__DruM (CDS_0043)

IMGVR_UViG_3300007100_000156|3300007100|Ga0102544_100107|11477-47946 26257:33378(+)
CDS_0029 Druantia_ll__DruM (CDS_0030)

MGV-GENOME-0269892 22893:29443(+)

CDS_0029
CDS_0031 Druantia_ll__DruM (CDS_0032)

IMGVR_UViG_3300045988_044992|3300045988|Ga0495776_182323 23414:30232(+)

DNA methyltransferase (CDS_0037)
CDS_0036 DNA methyltransferase (CDS_0038)

i*

SRS098624 _al_ct13358 26311:32703(+)

DNA methyltransferase (CDS_0031)
CDS_0030 DNA methyltransferase (CDS_0032)

i#

uvig 113139 15599:22169(+)

DNA methyltransferase (CDS_0037)
CDS_0036 DNA methyltransferase (CDS_0038)

IMGVR_UViG_3300008335_000011|3300008335/Ga0115190_100174 26386:32546(+)

DNA methyltransferase (CDS_0038)
CDS_0035 CDS_0037 DNA methyltransferase (CDS_0039)

i%

IMGVR_UViG_3300008075_000015|3300008075|Ga0114853_100166 26245:32873(+)
DNA methyltransferase (CDS_0037)

DNA methyltransferase (CDS_0036) CDS_0041
CDS_0035 | | cps_0042

IMGVR_UViG_3300007527_000009|3300007527|Ga0105486_1000241 25168:32086(+)

CDS_0029 Druantia_Il_DruM (CDS_0031)
CDS_0025 CDS_0030

i%

IMGVR_UViG_3300045988_068902|3300045988|Ga0495776_185368 22812:29629(+)

CDS_0029 Druantia_ll_DruM (CDS_0031)
CDS_0030

i%

MGV-GENOME-0282010 22812:29629(+)
CDS_0033 Druantia_ll__DruM (CDS_0037)

MGV-GENOME-0292930 24596:31043(+)

DNA methyltransferase (CDS_0037)
35 36 38 39 Druantia_ll_DruM (CDS_0040) 45

i#

SAMN11031311_a1_ct3217 25395:33153(+)

DNA methyltransferase (CDS_0038)
CDS_0035 CDS_0037
| cDS_0036 CDS_0040

é#

SRS063413_a1_ct6107 25513:33248(+)
CDS_0041

uvig 395632 27913:34634(+)

transcriptional regulator (CDS_0035)

IMGVR_UViG_3300045988_069302|3300045988|Ga0495776_103281 25100:31424(+)

transcriptional regulator (CDS_0042)

uvig 426356 28447:35645(+)

CDS_0035
CDS_0036 CDS_0039 CDS_0040

OTU_3036 26216:33042(+)

transcriptional regulator (CDS_0036)
DNA methyltransferase (CDS_0038)
‘ DNA methyltransferase (CDS_0040)

| cDS_0039 CDS_0041

CDS_0034

OTU_3051 26121:33408(+)

DNA methyltransferase (CDS_0032)
23 24 DNA methyltransferase (CDS_0029) 30 31 33

i#

IMGVR _UViG_3300008136_000058|3300008136|Ga0113979 100742 23288:30348(+)
RM_Type_Il_Type_ll_MTases__Type_l|_MTases_FAM_0 (CDS_0044)

DNA methyltransferase (CDS_0041)
CDS_0040 DNA methyltransferase (CDS_0043)

MGV-GENOME-0257468 26555:34595(+)

DNA methyltransferase (CDS_0040)
37 38 39 RM_Type_ll_Type_ll_MTases__Type_ll_MTases_FAM_0 (CDS_0041)

#
i

SRS018394 a1 ct32807_vs1 26325:33998(+)

3000 nt 1
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