transcriptional regulator (CDS_0032)
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MGV-GENOME-0260041 12470:23633(+)
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19 20 21 22 23 24 25 superinfection exclusion (CDS_0026)
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13 tail protein (CDS_0015) 20 2122 24 25 30

—
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—
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!

—
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V8 protease (VF0023) (CDS_0022)
19 2021 23

N
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MGV-GENOME-0271561 12485:23964(+)

CDS_0020
CDS_0021
CDS.0019| | V8protease (VF0023) (CDS_0022)
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20 2122 24

—
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CDS_0019 CDS_0020 CDS_0021
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CDS_0019CDS_0020 CDS_0021

| MGVRﬁUVi672503982O237OOOOO1|25039M)23\ 2503984267|551-37256 12485:22653(+)

superinfection exclusion (CDS_0021)
CDS_0024
CDS 0025
CDS_0019 CDS_0020 CDS_70023 T CDS_0026CDS_0030 endonuclease (CDS_0031)

| MGVR_U_VIG_2671180341_000002|2671180341\ 2671215676|981999-1018986 15961:24908(+)

superinfection exclusion (CDS_0022)
acetyltransferase (CDS_0020) CDS_0025
CDS_0019 “T cDSs 0021 CDS_0024  CDS_0027

I S
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acetyltransferase (CDS_0029)
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