
uvig_405279 3:10625(+)

1 2 3 4 5 6 7 8 9 10 11 12

RusA-like Holliday junction resolvase (CDS_0013)

14
Lamassu-Fam__LmuB_SMC_Cap4_nuclease_II (CDS_0015)

16

MGV-GENOME-0300768 3:9849(+)

1 2 3 4 5 6 7 8 9 10

MGV-GENOME-0290582 34576:44408(-)

47484950515253545556

MGV-GENOME-0341495 56726:66978(-)

6364656667686970717273

uvig_45697 59:12413(+)

1 2 3 4 5 6 7 8 9 10 11 12 13 14 HNH endonuclease (CDS_0018)

MGV-GENOME-0318060 46212:53232(-)

55565758
59

MGV-GENOME-0311721 1:7034(+)

1 2 3 4 5

uvig_505401 3:7630(+)

translation elongation factor (CDS_0001)
2 3 4 5

MGV-GENOME-0335040 3:7048(+)

1 2 3 4 5

MGV-GENOME-0317801 46000:53122(-)

5455565758

MGV-GENOME-0339398 57070:65066(-)

646566676869

MGV-GENOME-0321982 2:7129(+)

1 2 3 4 5

MGV-GENOME-0320671 2:17845(+)

1 2 3 4 5 6 7 8 9 10 11 12 1314 15 16 17 18 19 20 21 22 23 24 25 26 27 28

MGV-GENOME-0332976 122:16469(+)

1 2 3 4 5 6 7 8 9 10 11 12 13 14 15 16 17 18 19 20 21 22 23 24

MGV-GENOME-0332779 1:15046(+)

1 2 3 4 5 6 7 8 9 10 11 12 13 14 15 16 17 18 19 20 21 22

MGV-GENOME-0310750 3:5241(+)

CDS_0001
CDS_0002

MGV-GENOME-0300899 37355:42612(-)

CDS_0043

MGV-GENOME-4417200 1:4700(+)

CDS_0001

MGV-GENOME-0304945 3:5415(+)

CDS_0001

MGV-GENOME-0316812 43946:52697(-)

5152535455565758

MGV-GENOME-0287583 35673:43734(-)

4546474849505152

MGV-GENOME-0295727 39163:45557(-)

CDS_0048
CDS_0049

CDS_0050

CDS_0051

MGV-GENOME-0291855 3:6379(+)

CDS_0001
CDS_0002

CDS_0003
CDS_0004

MGV-GENOME-0281568 36388:42546(-)

CDS_0045
CDS_0046
CDS_0047
CDS_0048

MGV-GENOME-0313926 2:6497(+)

CDS_0001

CDS_0002
CDS_0003

CDS_0004

MGV-GENOME-0291779 2:7070(+)

1 2 3 4 5

MGV-GENOME-0289278 37180:44116(-)

4445464748

MGV-GENOME-0316169 8:9438(+)

CDS_0006
exonuclease (CDS_0007)

CDS_0008

UvsX-like recombinase (CDS_0009)
single strand DNA binding protein (CDS_0010)

CDS_0011
CDS_0012

uvig_28894 33607:38544(-)

CDS_0042CDS_0047

7000 nt

DNA, RNA and nucleotide metabolism other unknown function Defence


