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MGV-GENOME-0373214 83177:94606(+)
CDS_0103
CDS_0104
CDS 0102 | CDS_0106 CDS_0107
MGV-GENOME-0373031 82808:94225(+)
CDS_0135

CDS_0132 CDS_0133 CDS_0136

¢ K K K KK K B -
MGV-GENOME-0376841 116953:126794(+)
CDS_ 0104
CDS_0103
{ K K K KKK K a K

MGV-GENOME-0372908 85611:95451(+)

CDS_0108 tail fiber protein (CDS_0115)
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MGV-GENOME-0373368 89193:100278(+)
DNA methyltransferase (CDS_0109)
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MGV-GENOME-0373370 89223:100305(+)
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NAD synthetase (CDS_0115)

( XK X < [CK = |
MGV-GENOME-0373084 87592:99334(+)
DNA methyltransferase (CDS_0108)
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MGV-GENOME-0371744 83333:95501(+)

DNA methyltransferase (CDS_0087)
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HNH endonuclease (CDS_0111)
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MGV-GENOME-0373449 84659:98182(+)
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DNA, RNA and nucleotide metabolism other tail unknown function Defence



