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CDS_0023
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CDS_0024
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IMGVR_UViG_3300045988_185666|3300045988|Ga0495776_171176|335-43262 11445:38134(+)
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Nucleotidyl transferase AbiEii__AbiEii toxin, Type IV TA system (CDS_0025)

26
ribonucleotide reductase large subunit (CDS_0027)
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25 26 27 28 29
30

31 32 33

MGV-GENOME-0271412 12105:35700(+)

RosmerTA__RmrA_2734955840 (CDS_0025) CDS_0031

MGV-GENOME-0263524 12101:35147(+)
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dCTP deaminase (CDS_0030)
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Lamassu-Fam__LmuA_effector_Mrr (CDS_0033)
Lamassu-Fam__LmuC_acc_hypothetical (CDS_0034)

Lamassu-Fam__LmuB_SMC_Mrr (CDS_0035)

IMGVR_UViG_3300029342_000011|3300029342|Ga0243726_1000389 11370:46909(+)
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Nucleotidyl transferase AbiEii__AbiEii toxin, Type IV TA system (CDS_0034)
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Han_2018_ERR1398226_NODE_56_length_51319_cov_474.156465 11513:46528(+)
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NshR/TsnR family 23S rRNA methyltransferase (NF000477.1) (CDS_0029)
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MGV-GENOME-0309768 12052:43504(+)
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