cell division inhibitor (CDS_0041)
transcriptional repressor (CDS_bOSS)
Cll-like regulator (CDS_0040)

transcriptional regulator (CDS_0032) excisionase (CDS_0039) CDS_0044
tail protein (EDS_0031) CDS_0034 integrase (CDS_0037) \cos_o&ts
| cDs_0033 CDS 0035 CDS_0036 | CDS_0042)|

I

K <

- — —
IMGVR_UViG_3300030499_000013|3300030499|Ga0268259_10000101]12442-50257 26233:36145(+)

tail protein (CDS_0028)
head closure (CDS_0027)
CDS_0029 tail protein (CDS_0030) CDS_0033 CDS_0034 excisionase (CDS_0037)

‘MGVRﬁUVi673SOOOO4O167000001|3300004016‘63005868975000037 21308:33610(+)
cell division inhibitor (CDS_0043)
T CDS_0047
IMGVR_UViG_2571042753.000004(2571042753|2571145087(252356-288764 31964:36407(+)
Flagella (VF0685) (CDS_0033)
CDS_0031 transcriptional repressor (CDS_0034)

CDS_0028 "CDS.0032 | CDS_0035

;4

IMGVR_UViIG_2731957948_000001|2731957948|2732027613|658271-693301 20637:34184(+)

Cox-like excisionase and repressor (CDS_0036)
cell division inhibitor (CDS_0038)

| T CcDS_0040 CDS_0001 CDS_0002
TemPhD_cIuster_6-3402_ 23860:2759(+)
CDS_ 0036

TemPhD_cluster_24993 23434:2756(+)
CDS_0031 cell division inhibitor (CDS_0036)

TemPhD_cluster_44220 22753:2759(+)
cell division inhibitor (CDS_0035) RecA filament binding protein Dinl (CDS_0003)

TemPhD_cluster_28498 22934:2986(+)

cell division inhibitor (CDS_0035)
CDS_0037 DNA methyltransferase (CDS_0040)

é%

TemPhD_cluster 22932 22721:2748(+)
DNA ligase (CDS_0036) cell division inhibitor (CDS_0041)

TemPthclusterfEBSéL 26131:2744(+)

CDS_0038
CDS_0032 CDS_0037

TemPhD_cluster_10980 23292:2771(+)

TciB-like inhibition of cell division or resistance to colicin (CDS_0038)
cell division inhibitor (CDS_0035)
‘ RNA-binding protein (CDS_0041)
tellurite resistance (CDS_0037)
CDS_0039

g
E

TemPhD_cluster_63419_ 23212:3004(+)

TciB-like inhibition of cell division or resistance to colicin (CDS_0038)
cell division inhibitor (CDS_0035)
tellurite resistance (CDS_0037)

TemPhD_cluster_44271 22862:2759(+)

cell division inhibitor (CDS_0036)
CDS_0040 RNA-binding protein (CDS_0041)

%A

TemPhD_cluster_30716 22713:2758(+)
cell division inhibitor (CDS_0036)

TemPhD_cluster 28416 22713:2758(+)
cell division inhibitor (CDS_0041)

TemPhD_cIu;er_SSSO 26344:2756(+)

Cox-like excisionase arﬂ repressor (CDS_0037)
cell division inhibitor (CDS_0039)
CDS_0035 DNA methyltransferase (CDS_0044)

TemPhD_cIuster_i$977 24558:2986(+)
CDS_0032 cell division inhibitor (CDS_0039)

TemPhD,clust-er,63372, 24251:2762(+)
CDS_0032 cell division inhibitor (CDS_0037) CDS_0002

TemPhD_cIuster_(E(ﬂZ 24297:2994(+)

cell division inhibitor (CDS_0039)
nicking at origin of replication (CDS_0001)
CDS_0043 CDS_0002

TemPhD_cIuster_2-6325 25992:3499(+)
cell division inhibitor (CDS_0038)

TemPhD_cluster_26374 24679:2772(+)

cell division inhibitor (CDS_0039)
CDS_0033 CDS_0035 CDS_0041

|

| MGVR_UVIG-_2671 181131_000004|2671181131|2671320694|4054834-4089301 26721:34466(+)
cell division inhibitor (CDS_0038)
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CDS_0033 cell division inhibitor (CDS_0037)
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CDS_0033 cell division inhibitor (CDS_0037)
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cell division inhibitor (CDS_0037) CDS_0002

TemPhD_cIuster_6-3212_ 24674:3001(+)
cell division inhibitor (CDS_0036)

TemPhD_cluster_44011 24155:3001(+)

DEDDh_L_II_III_IV_V_VI_1 (CDS_0043)
cell division inhibitor (CDS_0037)

TemPhD_cluster_37744_ 25071:34095(+)
CDS_0040

TemPthclusterj£570 25773:33628(+)
CDS_0036

TemPhD_cIuster_6-2893_ 25141:32995(+)
CDS_0036

TemPthclusterﬁtEél?, 26986:34196(+)

CDS_0035
TemPhD_cluster_62785_ 22596:32585(+) X
CDS_0036
oA OO PO D

TemPhD_cluster_37964 21099:32097(+)

Cox-like excisionase and repressor (CDS_0034)

CDS_0041
TemPhD_cluster_63370_ 19644:30941(+) - _ e o

CDS_0035
oA )l G G, V) WD b

TemPhD_cluster_38151 20399:2409(+)

CDS_0035
T cDs.0036 CDS_0039

i

| | I I
IMGVR_UViG_3300031419_000054|3300031419|Ga0308167_1001166 25282:33391(+)
CDS_0034 CDS.0037

i

- — - —
IMGVR_UViG_3300025735_000469|3300025735|Ga0207713_1000019|214992-246919 24170:31926(+)

CDS_0034
TemPhD_cluster_30636 20612:31873(+) |

CDS_0028 CDS_0033
DA b N

TemPhD_cluster_38201 18927:30192(+)
transposase (CDS_0033) CDS_0034

TemPhD_cluster_52028 19094:32219(+)
CDS_0033

TemPhD_cluster_52405 19037:30590(+)
CDS_0033

TemPhD_cluster_33748 20195:31810(+)
CDS_0034

TemPhD_cluster_44116 20051:31368(+)
CDS_0030 CDS_0035 CDS_0036

—

TemPhD_cluster_63147_ 20069:31902(+)
CDS_0032 CDS_0033

TemPhD_cluster 22965 18530:29889(+)
CDS_0036

TemPhD_cluster_51713 21590:32825(+)
queuine tRNA-ribosyltransferase (CDS_0045)

IMGVR _UViG_2731957818 000013|2731957818|2732013271|308150-342676 30319:34525(+)
CDS_0042

IMGVR UVIG_2806310749_000001|2806310749|2806358793|294207-326256 28354:32048(+)
CDS_0045

IMGVR_UViG_3300014093_000027|3300014093|Ga0121532_100086|31831-67145 31745:35313(+)

cell division inhibitor (CDS_0040)

IMGVR_UViG_2914855474 000004|2914855474|2914855543|12325-45407 28459:33081(+)
DEDDh_I_I_II_IV_V_VI_1 (CDS_0046)

I '
IMGVR_UViIG_2851668853_000008|2851668853]2851668853|3268897-3305858 31935:36960(+)

CDS_0035
CDS_0034
CDS_0032 CDS_0033 | cDs_0036 CDS_0038

IMGVR_UViG_2922225371_000001|2922225371]2922225371|687905-724583 23395:33493(+)

CDS_0037

IMGVR_UViG_2938141539 _000001|2938141539|2938141542|970984-1006791 23395:32622(+)
cell division inhibitor (CDS_0036)

TemPthclusterﬁfﬁOOl 22759:31830(+)
CDS_0037 cell division inhibitor (CDS_0042)

TemPhD_cluster_62807_ 22503:32281(+)
GAPS1__GAPS1 (CDS_0035)

TemPhD_cluster_43676 23309:33397(+)

CDS_0035
CDS_0036

TemPhD_cluster_43616 23119:33799(+)
CDS_0034 CDS_0035

TemPhD_cluster_43620 23109:33790(+)
CDS_0034

TemPhD_cluster_51615 23498:33078(+)

CDS_0034
CDS_0035 CDS_0036

IMGVR_UViG_267118 1010_000003|267118F)10\ 2671304425|31195-67081 23109:34810(+)

CDS_0034
CDS_0035
|MGVR?UVi6726602379067000006|266023%’06\ 2660238102|20278-55235 23241:33867(+)
CDS_0036

CDS_0035 CDS_0037

TemPhD_cluster_62455 23119:33783(+)

thymidylate synthase (CDS_0037)
CDS_0036 dCTP deaminase (CDS_0038)

IMGVR_UViG_2639762837_000002|2639762837]2639800320[152670-189098 24417:35358(+)
CDS_0035 CDS_0036

NC_049454.1 23119:32762(+)
CDS_0035

TemPhD_cluster_51711 23260:32758(+)
CDS_0034

TemPhD_cluster_51708 22835:32760(+)
CDS_0035

TemPhD_cluster_51498 24065:33634(+)
CDS_0035

TemPhD_cluster_37772_ 23261:32759(+)
CDS_0037

TemPhD_cluster_51409 24257:33981(+)
CDS_0034 CDS_0035

IMGVR_UViG_2925520569_000001|2925520-569\2925520569| 1188782-1223126 22692:33254(+)
CDS_0035

IMGVR_UViG_2630968774_000002|2630968774/2631021540|1200337-1234820 24065:33413(+)

RecA filament binding protein Dinl (CDS_0038)
CDS_0037 CDS_0039 CDS_0040

uvig_543114 23775:35396(+)

CDS_0038
CDS_0037 CDS_0039

IMGVR_UVIG_2588254055_000008|2588254-055\2588302663|27813-64018 23775:35115(+)

CDS_0035
CDS_0034 | cDS_0036 CDS_0037 cell division inhibitor (CDS_0042)

\MGVR_UViG_2617271219_000002|2617271-219\2617354301|4929677531749 22960:36577(+)

tail protein (CDS_0031)
'CDS_0032 CDS_0036  CDS_0038

g

TemPhD_cluster_51580 23024:33210(+)
CDS_0035

TemPhD_cluster_33521 23483:33690(+)
GAPS1_GAPS1 (CDS_0035)

TemPhD_cluster_62125 24550:35047(+)
CDS_0035 CDS_0036

IMGVR_UViG_2724679171_000007|2724679171|2724714371|26080-61565 23555:34395(+)

CDS_0038
CDS_0039CDS_0040 CDS_0041

IMGVR_UViG_2675903046_000003|2675903046|2675923025|26159-63347 23024:36098(+)
CDS_0037 CDS_0038

uvig_163576 24110:35373(+)
CDS_0035

TemPhD_cluster_62712_ 22535:32688(+)
CDS_0034

TemPhD_cluster_43822 22551:32428(+)
CDS_0036

TemPhD_cluster_62671_ 22723:32873(+)
CDS_0035

TemPhD_cluster_51320 24179:34330(+)
CDS 0033

TemPhD_cluster 43926 21813:31035(+)
CDS 0031

TemPhD_cluster_38150 19923:29144(+)

tﬁraﬁnscriptional repressor (CDS_0033)
Flagella (VF0685) (CDS_0032)

IMGVR_UVIG_2565956772_000025|2565956772]2565990936|17-33304 19924:30957(+)
CDS_0037

TemPhD_cIuster_5744_ 25822:32840(+)
CDS_0035

TemPhD_cluster_52045 22539:31042(+)
CDS_0034

TemPhD_cluster_37821_ 23357:32522(+)
CDS_0033

TemPhD_cluster_62366 24916:34084(+)

CDS_0037
CDS_0036  CDS_0038

IMGVR_UViG_2609459908_000007|2609459908|2609507399|530125-564501 22748:33300(+)
CDS_0036

TemPhD_cluster_24950 22748:32180(+)
CDS_0035

TemPhD_cluster 51742 23204:32636(+)
CDS_0040

TemPhD_cluster_37438_ 25485:35297(+)
CDS_0035

uvig 298963 22809:33766(+)

CDS_ 0037
CDS_0036 CDS_0038

IMGVR_UViG_2574180387_000002|2574180387|2574236295|332324-367403 23053:33989(+)

CDS_0036
CDS_0035 CDS_0037

|MGVR?UVi6727755070757000001|277550%75\2775537715|647522-682363 23204:33751(+)

CDS_0036
CDS_0035

IMGVR_UVIG_2537561874_000005|253756FS74\ 2537605170[136713-170600 23247:32811(+)

CDS_0036
CDS_0035 CDS_0037

IMGVR_UViG_2896784243 000001|2896784243|2896784243|666954-701352 22502:33322(+)
CDS_0040

CDS_0039 CDS_0041

IMGVR_UViG_2588254053_000005|2588254053]2588302600[295625-333130 25486:36415(+)

RcsAB (VF0571) (CDS_0035)
CDS_0037
CDS_0036

!%

- — —
IMGVR_UViG_3300030035_000193|3300030035|Ga0245021_100557(15922-50947 23404:33935(+)

RcsAB (VF0571) (CDS_0035)
CDS_0037
CDS_0034 CDS_0036

| by
I
I

uvig 323020 21879:36465(+)

CDS_0034
CDS_0033

IMGVR_UViG_2563366764_000002|2563366764|2563389033|180240-213643 22275:32313(+)

CDS_0032
CDS_0031 CDS_0034

IMGVR_UVIG_2667527700_000006|2667527700/2667557456|2710457-2743510 22119:31963(+)
CDS_0034

IMGVR_UViG_2879992451_000004|2879992451|2879992451|3660816-3695090 23774:33184(+)
CDS_0034

TemPhD_cluster_24976 22699:31289(+)
CDS_0034

Ma_2019_SRR1778450_NODE_64_Iength_330-17_cov_17398884 21879:31926(+)
CDS_0033 DNA methyltransferase (CDS_0040)

TemPhD_cluster_28404 21317:2406(+)

CDS_0035 CDS_0037
DS_0036

ol
=

- — T —
IMGVR_UViG_3300011730_000016|3300011730|Ga0122090_100005[113264-148595 24248:34241(+)

CDS_0036
CDS_0035

IMGVR_UViG_2636415732_000003|2636415732\-2636454915|860387118872 22448:31744(+)

CDS_0036

TemPhD_cluster_62322 23568:34284(+)

CDS_0034
CDS_0033 CDS_0036 CDS_0037

IMGVR_UViG_2588254174_000002|2588254-174\2588309724|532662—567806 24260:34295(+)
CDS_0033 CDS_0035

IMGVR_UViG_2903337397_000005|2903337397|2903337413|241470-274238 21298:31632(+)

CDS_0041
CDS_0040 T Cox-like excisionase and repressor (CDS_0042)

TemPthclusterfEééZ 26640:34494(+)
CDS_0036

TemPhD_cluster_20652 22996:33250(+)

RcsAB (VFO571) (CDS_0034)
CDS 0036
CDS 0035 CDS_0043

!%

—
IMGVR_UViG_2660238252_000005|2660238-252\ 2660285827|191858-225142 21663:32421(+)

RNA polymerase sigma factor (CDS_0037)
DNA primase (CDS_0038)
36 39 40

iﬁ
#

uvig 279801 24420:39139(+)

RNA polymerase sigma factor (CDS_0037)
CDS_0036 DNA primase (CDS_0038)

i#

uvig 394230 24554:37682(+)

RNA polymerase sigma factor (CDS_0036)
DNA primase (CDS_0037)
CDS_0035 CDS_0038

Eﬁ
|

uvig 402857 22517:37124(+)

CDS_0036
CDS 0035 CDS_0037 CDS_0039

IMGVR_UViG_2609459977_000005|260945997712609511027|1017855-1052392 22114:33146(+)
CDS_0035

TemPhD_cluster_22021 23009:32920(+)
CDS_0032

TemPhD_cluster_51744 22355:32610(+)
CDS_0033 CDS_0036

TemPhD_cluster_37819_ 21734:31510(+)
35 36 37 38 39 40 41 42

|MGVR?UVI(3727678022047000001|2767802-204\ 2767830911|314017-354222 24633:39115(+)
PD-Lambda-1_ PD-Lambda-1 (CDS_0036)

CDS_0033
CDS_0031 CDS_0032 CDS_0035 CDS_0038

IMGVR_UViIG_2906139326_000002|2906139326]2906139330|24806-59541 20049:33892(+)

PD-Lambda-1_ PD-Lambda-1 (CDS_0033)
CDS_0032 Cox-like excisionase and repressor (CDS_0035)

TemPhD,cluster,4-4000 22823:2409(+)
CDS_0033 PD-Lambda-1_ PD-Lambda-1 (CDS_0035)

TemPhD_cluster_62513 22335:32831(+)

PD-Lambda-1_ PD-Lambda-1 (CDS_0036)
CDsS_0032 CDS_0034 cell division inhibitor (CDS_0040)

%

IMGVR_UViG_2851029279_000003|2851029279/2851029279(1797660-1833863 24915:35360(+)

Protein of unknown function (Retron_VII_2__DUF3800) (CDS_0036)
35 37 38 39 40 41 transcriptional repressor (CDS_0043)

!#

\MGVR?UVIGf25685264997000003|2568526-499\2568574856|813355-851668 22484:37470(+)
CDS_0035  CDS_0037

IMGVR_UViG_2609459916_000004|2609459916|2609508154(26239-60278 23192:33196(+)

DNA repair protein (CDS_0041)
anti-RM (APIS037) (CDS_0040)
36 3738 39 | | 424344

IMGVR_UViG_2648501668_000003|2648501668|2648557430|113555-151240 24044:36595(+)

DNA repair protein (CDS_0038)
anti-RM (APIS037) (CDS_0037)
32 33 3435 36 | | 394041

IMGVR_UViG_2627853850_000004|2627853850/2627894238|3832016-3868143 21880:35037(+)

DNA repair protein (CDS_0034)
anti-RM (APIS037) (CDS_0033)
cbs_0035
‘ CDS.0036
| | cDs.0037 CDS 0039

— T —
IMGVR_UViG_3300011618_000025|3300011618|Ga0120828_100009|69875-102796 24379:32920(+)

CDS_0038 CDS_0039 CDsS_0045

- — —
IMGVR_UViG_3300011894_000041|3300011894/Ga0122084_100006|481445-518882 26104:36435(+)
CDS_0037
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CDS_0036
CDS_0031 CDS_0033 CDS_0034 " | cDs_0037 CDS_0038
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CDS_0035 CDS_0040

- — e —
IMGVR_UViG_3300036796_000268|3300036796|Ga0376670_0000001|602351-638740 25169:35511(+)

Retron_|_B_ATPase_TOPRIM_COG3593 (CDS_0036)
CDS_0041
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Retron_|_B__ATPase_TOPRIM_COG3593 (CDS_0037)

IMGVR_UViG_2639763135_000003|2639763135]2639846012(118670-156852 26548:37714(+)

Retron_RT_Tot_1 (CDS_0020)
CDS_0021 CDS_0018 Old_exonuclease_ Old_exonuclease (CDS_0016)

IMGVR_UViG_2667528008_000003|2667528008|2667601835|99540-135781 6688:18353(-)

CDS_0034 CDS 0036
'CDS_0035 CDS_0037

IMGVR_UViG_3300011475_000008|3300011475|Ga012 1?14_1000O4| 172372-210481 22695:37560(+)

CDS_0028 CDS_0033 CDS_0035

TemPhD_cluster_62367 21297:34327(+)

head maturation protease (CDS_0026)
terminase small subunit (CDS_0021)
head-tail adaptor Ad1 (CDS_0023)
HNH endonuclease (CDS_0022)
head closure Hc1 (CDS_0024)

major head protein (CDS‘_0027) T L terminase large subunit (CDS_0020)
29 28 portal protein (CDS_0025) | | 19 18
e ——— ] | —

\MGVR_UViG_3300045988_093161I3300045-988\Ga0495776_094623 9116:28199(-)

7000 nt 1

DNA, RNA and nucleotide metabolism connector head and packaging integration and excision moron, auxiliary metabolic gene and host takeover other tail
N

transcription regulation unknown function Defence Virulence Anti-defence
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