phosphoadenosine phosphosulfate reductase (CDS_0055)

methyltransferase (CDS_0052) CDS_0059 Holliday junction resolvase (CDS_0064)
CDS_0049 CDS_0051 CDS_0054 CDS_0057 CDS_0061 CDS_0063
CDS_0048 CDS_0050 CDS_0053 Dnd__DndA (CDS_0056) |CDS_0058 CDS_0060 CDS_0062
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IMGVR_UViG_3300029724 _000160|3300029724|Ga0245182_100461(1-44950 33447:43292(+)

phosphoadenosine phosphosulfate reductase (CDS_0054) CDS_0056
CDS_0051 CDS_0053 \ Dnd__DndA (CDS_0055)
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IMGVR_UViG_3300029745_000296|3300029745|Ga0245251_100598|13377-57438 33714:42444(+)

DNA methyltransferase (CDS_0051) phosphoadenosine phosphosulfate reductase (CDS_0055) CDS_0057
CDS_0050 CDS_0052 Dnd__DndA (CDS_0056)
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SAMN11893721_al_ct532285 32770:42814(+)
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radical SAM domain protein (CDS_0056)
CDS_0050 CDS_0055 CDS_0057
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MGV-GENOME-0291248 32933:42909(+)

CDS_0051 CDS_0052 CDS_0058

[ ] — A 0 o
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radical SAM domain protein (CDS_0057)
RM_Type_Il_Type_ll_MTases__Type_l|_MTases_FAM_0 (CDS_0056) CDS_0058
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radical SAM domain protein (CDS_0056)
RM_Type_ll__Type_ll_MTases__Type_ll_MTases_FAM_0 (CDS_0055) CDS_0057
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CDS_0053 CDS_0056 \ radical SAM domain protein (CDS_0058)
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MGV-GENOME-0291006 31448:40342(+)

methyltransferase (CDS_0063) RM_Type_Il__Type_ll_MTases__Type_l|_MTases_FAM_0 (CDS_0068)
CDS_0058 CDS_0064 CDS_0067 \ CDS_0069
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metal-dependent phosphohydrolase (CDS_0048)
metal-dependent phosphohydrolase (CDS_0049)
@70047 CDS_0054 CDS 0055
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IMGVR_UViG_3300045988_057542|3300045988|Ga0495776_010055 31533:39867(+)
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