
IMGVR_UViG_3300029707_000384|3300029707|Ga0245244_100284|31519-73766 26780:32628(+)

CDS_0034
CDS_0035

CDS_0036
CDS_0037

CDS_0038
CDS_0039

CDS_0040

DNA methyltransferase (CDS_0041)

CDS_0042

metal-dependent phosphohydrolase (CDS_0043)
CDS_0044

CDS_0045 CDS_0046

IMGVR_UViG_2788500398_000004|2788500398|2788564020|6632-47367 25174:32027(+)

CDS_0032
endolysin (CDS_0033)

DNA methyltransferase (CDS_0040)

OTU_1494 28754:34615(+)

transposase (CDS_0039)
DNA binding protein (CDS_0040)

CDS_0041 DNA methyltransferase (CDS_0044)

IMGVR_UViG_3300029727_000192|3300029727|Ga0245198_100535|11430-55469 28457:34419(+)

DNA methyltransferase (CDS_0042)

IMGVR_UViG_3300029724_000160|3300029724|Ga0245182_100461|1-44950 25083:34361(+)

CDS_0035
CDS_0036

CDS_0040
CDS_0041

CDS_0042 DNA methyltransferase (CDS_0044)

MGV-GENOME-0293501 26892:35672(+)

CDS_0037
CDS_0038 CDS_0042 CDS_0043 DNA methyltransferase (CDS_0048)

MGV-GENOME-0270013 26910:33852(+)

CDS_0042
CDS_0043

SAMN11893721_a1_ct532285 26760:32773(+)

CDS_0040

SRS098514_a1_ct10174_vs1 26533:33826(+)

CDS_0040 CDS_0042

MGV-GENOME-0291248 26530:32936(+)

CDS_0041

uvig_567262 26925:39767(+)

42 43 44
transcriptional regulator (CDS_0045)

46 47 48 49 50

5000 nt

DNA, RNA and nucleotide metabolism integration and excision lysis other transcription regulation unknown function


