dehydrogenase (CDS_0125)
126 NAD synthetase (CDS_0131) nucleoside deoxyribosyltransferase (CDS_0141)
T 127 128 129 130 132 133 134 135 136 137 138 139 140 142
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MGV-GENOME-0378134 126418:142710(+)

CDS_0130
| cDs.0131 €DS.0132
MGV-GENOME-0377613 125983:139691(+)
MgtC (VF0289) (CDS_0118) NAD synthetase (CDS_0126)
119 125 127 128 129

MGV-GENOME-0376977 122320:139225(+)
CDS_0135 CDS_0136 CDS_0143
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MGV-GENOME-0377696 126412:139411(+)

nicotinamide phosphoribosyl transferase (CDS_0133)
CDS_0131 CDS_0132 nicotinamide phosphoribosyl transferase (CDS_0134)

dmda@a@am—@Ermmcaag-amTT—C = =<a—a

uvig_143657 126538:138670(+)

CDS_0128
CDS_0125 CDS.0127| CDS.0129 CDS_0130 CDS_0135 CDS_0137

@ —@EE-aaE— g —C =< =EEC——a

MGV-GENOME-0377764 124459:139374(+)

NAD synthetase (CDS_0127)
125 126 128 129
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MGV-GENOME-0377785 123667:139077(+)

ribose-phosphate pyrophosphokinase (CDS_0131)
nicotinamide phosphoribosyl transferase (CDS_0135)

NAD synthetase (CDS_0134) HNH endonuclease (CDS_0140)
CDS_0129 CDS_0133 \ _endonuclease VII (CDS_0136)
Shkoporov_2019_SRR9161520_ NODE_2_length_175654_cov_104.213042 127697:141779(+)
CDS_0134
CDS_0131 CDS_0133 CDS_0135 endonuclease VII (CDS_0136)

MGV-GENOME-0378003 129432:139536(+)
NAD synthetase (CDS_0131)

129 130 132 133 137 138 140
MGV-GENOME-0377662 124700:139151(+)
CDS_0125
CDS 0119 CDS_0126
CDS_0118 CDS.0120 CDS_0124 CDS_0127

MGV-GENOME-0377598 121562:136361(+)

} 6000 nt i
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