site-specific recombination directionality factor RDF (CDS_0041)
CDS_0038
CDS_0033 CDS_0035 CDS_0037 CDS_004 CDS_0043
CDS_0032| (CDS 0034 CDS_0036 CDS 0039 | | CDS_0042 CDS_0044

O -0

Mycobacterium_phage Zelink 14492:18162(+)

CDS_0044

O -0 D —aE@—@EEEE

Mycobacterium_phage_Duke13 18831:22165(+)

CDS_0166 CDS_0167

- @@ —EE KT

Mycobacterium_phage_DmpstrDiver 90955:94277(+)
CDS_0039 FtsK/SpollIE-like protein (CDS_0044)

O O — @ KK |

Mycobacterium_phage_Phoebus 17175:21931(+)

CDS_0045 CDS_0048
CDS_0040 CDS_0044 CDS_0047

O O — @ ECK (KEd—CEKE

Mycobacterium_phage_Kalah2 17933:22010(+)

CDS_0155
CDS 0154 T cDs.0156 CDS.0161 CDS 0162

E——— O - — @@ C—C KK

Mycobacterium_phage_Pound 89185:95025(+)

CDS_0038 CDS_0040
CDS_0035 CDS_0039 CDs_0044

CDS 0046 CDS_0047

B—— O —{ - 0E—C K K

KX

Mycobacterium_phage_Hughesyang 14826:21465(+)
CDS_0040 CDS_0041

B—— 0 — i —@ECEE—EEEEC K

Mycobacterium_phage_ThreeRngTarjay 15984:22111(+)
t 2000 nt {

integration and excision moron, auxiliary metabolic gene and host takeover unknown function



