CDS_0003
CDS_0004

CDS_0058 CDS_0060 CDS_ 0002 | CDS_0006

CDS 0057 CDS_0059 ] €Ds.0001 | |CDS_.0005 CDS_ 0007

!

TemPhD_cluster_58971 43223:5802(+)

C€DS_0003
CDS_0002

!

TemPhD_cluster_20223 42803:5807(+)

CDS_0003
CDS 0062  CDS 0002

TemPhD_cluster_17381 45273:5634(+)
CDS_0051 CDS_0056 CDS_0002

!

TemPhD _cluster 11758 41952:5697(+)
CDS_0057 CDS_0002

i

TemPhD _cluster 40086 42468:4695(+)
CDS_0002

TemPhD_cluster_59166 42456:4683(+)
CDS_0002

TemPhD_cluster_39830_ 44025:4745(+)

CDS_0002 transposase (CDS_0004)
CDs_0003

!d

TemPhD_cluster_58314 45997:7148(+)

transposase (CDS_0004)
CDS_0002
CDs_0003 CDS_0009 CDS_0010

TemPhD_cluster_47073 44103:8660(+)

transposase (CDS_0002)
34 5 6 7

TemPhD_cluster 34677 47141:8913(+)

transposase (CDS_0002)
34 5 6

TemPhD_cluster_28857 47140:8912(+)

CDS_0004
CDs_ooozT CDS_0005
CDS_000!

|

TemPhD_cluster_58534 44932:6629(+)

CDS.0057  CDS 0002 CDS_0009
CDS 0001 | CDS 0003 CDS 0008 | CDS_0010

TemPhD_cluster_26963 41652:7316(+)
CDS_0001 CDS_0002

TemPhD_cluster_20955 41746:7410(+)

transposase (CDS_0003)
CDS_0002] cas12f2_V-F_3(CDS_0004)

TemPhD_cluster 47014 44390:9345(+)

CDS_0002
CDS.0062 CDS_0001]  CDS.0003

TemPhD_cluster_25307 44201:5271(+)
CDS_0058 CDS_0001

TemPhD_cluster_7939 41514:4450(+)
transposase (CDS_0003) Doc-like toxin (CDS_0011)

CDS_0004 '] CDS_0012
CDS_0002 | CDS_0005 CDS_0010

TemPhD_cluster_47251 43366:9528(+)

CDS_0002 CDS_0003

TemPhD_cluster_35077 42365:8566(+)
CDS_0002

!

TemPhD_cluster 47822 41325:6281(+)
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TemPhD_cluster_46806 46012:9778(+)
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TemPhD_cluster_58633 44734:8491(+)
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TemPhD_cluster_28843 47617:7783(+)

3
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!

TemPhD_cluster_46709 46764:7080(+)
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TemPhD_cluster_58796 44062:10281(+)
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TemPhD_cluster_58937 43507:9666(+)

4
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TemPhD_cluster_58625 44721:10586(+)
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TemPhD_cluster 58635 44705:10917(+)
CDS_0075

TemPhD_cluster_5206 61178:861(+)

2 345 67 8 9 10

TemPhD_cluster 46271 51224:9991(+)
2 345 67 8 9

TemPhD_cluster_31331 46657:8668(+)

2 345 67 8 9

TemPhD_cluster_39386_ 50281:9022(+)
2 3 456 78 9 10

TemPhD_cluster_57227 51731:8925(+)

23 456 78 9 10

TemPhD_cluster_39585_ 46604:8678(+)

PD-Lambda-5_PD-Lambda-5_B (CDS_0011)
transposase (CD5_0010) 13 15
2 3 456 78 9 | 12 [14] 16

TemPhD_cluster_57557 49545:11692(+)
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TemPhD_cluster_57233 51592:7729(+)

CDS_0003
CDS_0004
CDS_0002 | CDS_ 0005

!

TemPhD_cluster_58346 45869:7087(+)
2345 6 78910

!

TemPhD_cluster_58216 46521:7738(+)

ParB-like partition protein (CDS_0004)
Afa/Dr family (VF0212) (CDS_0008)
“CupD fimbriae (VF0927) (CDS_0010)
Stg (VF0959) (CDS_0009) 17 19 transposase (CDS_0022)
2 3 5 67 | | 11 12 13 14 1516[ 18 21 23

— ———
TemPhD_cluster_4970 61791:25539(+)

ParB-like partition protein (CDS_0004)
Afa/Dr family (VF0212) (CDS_0008)
“CupD fimbriae (VF0927) (CDS_0010)
Stg (VF0959) (CDS_0009) 18 20
2 3 5 67 | 1112 13 14 151617] 19

N S —
TemPhD_cluster_6472 61792:25540(+)

ParB-like partition protein (CDS_0004)
Afa/Dr family (VF0212) (CDS_0008)
“CupD fimbriae (VF0927) (CDS_0010)
Stg (VF0959) (CDS_0009) 19 21
2 3 5 67 | 1112 13 14 15 16 1718] 20

TemPhD_cluster_45880 62404:26164(+)

ParB-like partition protein (CDS_0004)
Afa/Dr family (VF0212) (CDS_0008)
" CupD fimbriae (VF0927) (CDS_0010)
Stg (VF0959) (CDS_0009) 18 20
11 12 13 14 151617]19 23

2 3 5 67

TemPhD_cluster_45890 61790:24534(+)

ParB-like partition protein (CDS_0004)
Afa/Dr family (VF0212) (CDS_0008)
" CupD fimbriae (VF0927) (CDS_0010)
Stg (VF0959) (CDS_0009) 18 20
74 2 3 5 67 | | 1112 13 14 151617] 19

TemPhD_cluster_17916 61791:25540(+)

ParB-like partition protein (CDS_0004)
Afa/Dr family (VF0212) (CDS_0008)
" CupD fimbriae (VF0927) (CDS_0010)
Stg (VF0959) (CDS_0009) 18 20
75 2 3 5 67 | | 1112 13 14 15161719

TemPhD_cluster_14286 61886:25635(+)

ParB-like partition protein (CDS_0004)
Afa/Dr family (VF0212) (CDS_0008)
" CupD fimbriae (VF0927) (CDS_0010)
Stg (VF0959) (CDS_0009) 18 20
2 3 5 67 | | 1112 13 14 15161719

TemPhD_cluster_14270 61790:25539(+)

ParB-like partition protein (CDS_0004)
Afa/Dr family (VF0212) (CDS_0008)
"CupD fimbriae (VF0927) (CDS_0010)
Stg (VF0959) (CDS_0009) 18 20
2 3 5 67 | | 1112 13 14 15161719

TemPhD_cluster_5089 61887:25635(+)

ParB-like partition protein (CDS_0004)
Afa/Dr family (VF0212) (CDS_0007)
"CupD fimbriae (VF0927) (CDS_0009)
Stg (VF0959) (CDS_0008) 17 19
2 3 5 6 | | 1011 12 13 14 1516[ 18
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TemPhD_cluster_14290 61886:25635(+)

ParB-like partition protein (CDS_0004)
Afa/Dr family (VF0212) (CDS_0008)
“CupD fimbriae (VF0927) (CDS_0010)
Stg (VF0959) (CDS_0009)
2 3 5 67 | 1112

18 20

13 14 151617] 19 22

— ———
TemPhD_cluster_56224 61778:25526(+)

ParB-like partition protein (CDS_0003)
Afa/Dr family (VF0212) (CDS_0007)
“CupD fimbriae (VF0927) (CDS_0009)
Stg (VF0959) (CDS_0008) 17 19
2 4 56 | 1011 12 13 14 1516] 18

TemPhD_cluster_6590 61792:25540(+)

ParB-like partition protein (CDS_0003)
Afa/Dr family (VF0212) (CDS_0007)
" CupD fimbriae (VF0927) (CDS_0010)
Stg (VF0959) (CDS_0008) 18 20
2 4 56 | 9 | 1112 13 14 151617] 19

TemPhD_cluster_56205 61792:25540(+)

ParB-like partition protein (CDS_0004)
Afa/Dr family (VF0212) (CDS_0008)
~ CupD fimbriae (VF0927) (CDS_0010)
Stg (VFO959) (CDS_0009) 18 20
77 1 2 3 5 67 | 1112 13 14 151617]19

TemPhD_cluster_5014 60884:25341(+)

ParB-like partition protein (CDS_0004)
Afa/Dr family (VF0212) (CDS_0008)
" CupD fimbriae (VF0927) (CDS_0010)
Stg (VFO959) (CDS_0009) 18 20
67 | | 1112 13 14 15161719
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ParB-like partition protein (CDS_0003)
Afa/Dr family (VF0212) (CDS_0008)
" CupD fimbriae (VF0927) (CDS_0010)
cysH_IV-B_1 (CDS_0005)
‘ T Stg (VFO959) (CDS_0009) 18 20
4 67

74 75 2 | 1112 13 14 151617[19

TemPhD_cluster_45936 61083:25540(+)

ParB-like partition protein (CDS_0003)
Afa/Dr family (VF0212) (CDS_0007)
~ CupD fimbriae (VF0927) (CDS_0009)
Stg (VFO959) (CDS_0008)
10 11

12 1314 15

TemPhD_cluster_45979 58531:21403(+)

TemPhD_cluster 57112 52542:15285(+)

Q
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TemPhD_cluster_46188 52837:16585(+)
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