
IMGVR_UViG_2778261298_000002|2778261298|2778297442|43964-85425 31115:36619(+)

CDS_0048
CDS_0049

primosomal protein (CDS_0050)

CDS_0051

phosphoadenosine phosphosulfate reductase (CDS_0052)

transcriptional repressor (CDS_0053)
RusA-like Holliday junction resolvase (CDS_0054)

transcriptional regulator (CDS_0055)
CDS_0056

IMGVR_UViG_2563366923_000006|2563366923|2563396880|25267-65219 29036:33902(+)

primosomal protein (CDS_0045)

Norman_140_NODE_1_length_42453_cov_8270.462427 30916:37576(+)

transcriptional regulator (CDS_0050)

CDS_0051
replication initiation O-like (CDS_0052)

TemPhD_cluster_61182 28658:35091(+)

transcriptional regulator (CDS_0048)
primosomal protein (CDS_0049)

uvig_418802 21632:30066(+)

deoxyribonucleoside 5' monophosphate phosphatase (CDS_0034)

CDS_0035
CDS_0036

CDS_0037

CDS_0038

transcriptional regulator (CDS_0039)

transcriptional regulator (CDS_0042)
primosomal protein (CDS_0043)

IMGVR_UViG_2875722834_000002|2875722834|2875722834|1802716-1842707 26042:35150(+)

CDS_0040 CDS_0041 CDS_0042 CDS_0043 primosomal protein (CDS_0046)

TemPhD_cluster_17577 25717:35436(+)

transcriptional regulator (CDS_0044)
CDS_0045

replication protein (CDS_0046)

IMGVR_UViG_2645727948_000017|2645727948|2645771444|27061-66799 24848:34900(+)

CDS_0039
Retron_VI__HTH (CDS_0040)

transcriptional regulator (CDS_0042)

CDS_0043
replication protein (CDS_0044)

4000 nt

DNA, RNA and nucleotide metabolism moron, auxiliary metabolic gene and host takeover other transcription regulation unknown function Defence


