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Han_2018_ERR1398172_NODE_204_length_56053_cov_11.357370 20340:29303(-)
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IMGVR_UViG_3300045988_082910|3300045988|Ga0495776_077381 19882:27789(-)
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RT_III-AM_III-B_2 (CDS_0028)
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uvig_474129 20432:31886(-)

RT_III-AM_III-B_2 (CDS_0028)
CDS_0029

endolysin (CDS_0030)
CDS_0034CDS_0035

IMGVR_UViG_3300045988_032007|3300045988|Ga0495776_112953 19993:27983(-)
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uvig_243918 19992:33669(-)
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uvig_294312 19914:34081(-)

RT_III-AM_III-B_2 (CDS_0028)
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uvig_244294 20442:27500(-)

RT_III-AM_III-B_2 (CDS_0028)
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endolysin (CDS_0030)

IMGVR_UViG_3300029934_000070|3300029934|Ga0169760_100235 20344:27401(-)
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IMGVR_UViG_3300045988_057618|3300045988|Ga0495776_165853 20400:29481(-)
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CDS_0029
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MGV-GENOME-0333880 20343:28662(-)
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uvig_247927 19996:29878(-)

Reverse transcriptase (CDS_0028)
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CDS_0030CDS_0034

MGV-GENOME-0339262 19995:28260(-)

Reverse transcriptase (CDS_0028)
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CDS_0030CDS_0034

SAMN09781775_a1_ct10884 20418:28296(-)

Reverse transcriptase (CDS_0028)
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MGV-GENOME-0342302 19995:27712(-)

Reverse transcriptase (CDS_0028)
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MGV-GENOME-0335468 20322:28113(-)

Reverse transcriptase (CDS_0028)
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Reverse transcriptase (CDS_0028)
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endolysin (CDS_0030)
CDS_0034CDS_0035

uvig_320682 19914:28747(-)

Reverse transcriptase (CDS_0028)
CDS_0029

CDS_0030

IMGVR_UViG_3300045988_075675|3300045988|Ga0495776_056373 19995:30895(-)
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CDS_0030CDS_0034CDS_0035CDS_0036CDS_0037

uvig_465344 20343:27389(-)

Reverse transcriptase (CDS_0028)
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endolysin (CDS_0030)

uvig_33316 20322:27365(-)

Reverse transcriptase (CDS_0028)
CDS_0029

MGV-GENOME-0316159 20341:28544(-)

Reverse transcriptase (CDS_0028)
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CDS_0030CDS_0034
transcriptional regulator (CDS_0035)
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MGV-GENOME-0284587 20343:28330(-)

Reverse transcriptase (CDS_0028)
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MGV-GENOME-0289004 20431:28784(-)

Reverse transcriptase (CDS_0028)
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CDS_0030CDS_0034
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Reverse transcriptase (CDS_0028)
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CDS_0030
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