
IMGVR_UViG_3300000293_000051|3300000293|EM308_1016981 12930:35263(+)

ATPase (CDS_0021)

CDS_0022

DNA transposition protein (CDS_0023)

CDS_0024
CDS_0025

CDS_0026

CDS_0027 CDS_0028 CDS_0029 CDS_0030
tail protein (CDS_0031)

CDS_0032 CDS_0033

IMGVR_UViG_3300045988_104448|3300045988|Ga0495776_175946 12676:35093(+)

CDS_0024
CDS_0025 CDS_0026

MGV-GENOME-0273376 12954:34077(+)

CDS_0026
CDS_0027 CDS_0028

IMGVR_UViG_3300029748_000017|3300029748|Ga0245205_1000657 12659:35942(+)

CDS_0024
CDS_0025

CDS_0026
CDS_0027

MGV-GENOME-0277299 12947:36711(+)

CDS_0025
Paris_II__AriB_DUF4435_II___AriB_DUF4435_II_ali (CDS_0026)

CDS_0027 CDS_0028

MGV-GENOME-0322948 12943:34466(+)

CDS_0025
CDS_0026

CDS_0027
CDS_0028

MGV-GENOME-4415625 12660:34101(+)

CDS_0024
CDS_0025 CDS_0026

MGV-GENOME-0270988 12828:35514(+)

CDS_0023
CDS_0024 CDS_0025

IMGVR_UViG_3300045988_093780|3300045988|Ga0495776_072190 12573:35353(+)

CDS_0024
CDS_0025 CDS_0026

IMGVR_UViG_3300045988_069497|3300045988|Ga0495776_111180 12661:34937(+)

CDS_0020 CDS_0024 CDS_0025

MGV-GENOME-0271080 12814:34910(+)

CDS_0022
CDS_0026

CDS_0027 CDS_0028

IMGVR_UViG_3300045988_064987|3300045988|Ga0495776_072188 12930:35341(+)

CDS_0026
CDS_0027

CDS_0028 CDS_0029

MGV-GENOME-0341687 12932:34067(+)

CDS_0026
CDS_0027

CDS_0028

MGV-GENOME-0322805 12958:33446(+)

CDS_0026 CDS_0027

SRS147653_a1_ct48452_vs1 12841:36573(+)
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28 29 30 31

MGV-GENOME-0298419 12929:38025(+)
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27

28 29 30 31

MGV-GENOME-0276660 12929:36585(+)
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27

28 29 30 31

IMGVR_UViG_3300045988_051905|3300045988|Ga0495776_110290 12929:36585(+)

26
27

28 29 30 31

MGV-GENOME-0261178 12665:33694(+)

CDS_0024
CDS_0025 CDS_0026

MGV-GENOME-0268955 12827:35110(+)

CDS_0023
CDS_0024 CDS_0025

IMGVR_UViG_3300029020_000171|3300029020|Ga0169702_100063|610-41117 12827:35543(+)

CDS_0023
CDS_0024

CDS_0025 CDS_0026

IMGVR_UViG_3300008716_000235|3300008716|Ga0113874_100105|58422-99460 12822:36074(+)

2526 27 28 29

IMGVR_UViG_3300008496_000209|3300008496|Ga0115078_100039|77489-118565 12909:36098(+)

CDS_0025
CDS_0026

CDS_0027 CDS_0028

IMGVR_UViG_3300045988_024353|3300045988|Ga0495776_111292 12909:34959(+)

CDS_0025
CDS_0026 CDS_0027

IMGVR_UViG_3300045988_054593|3300045988|Ga0495776_071606 12827:35110(+)

CDS_0023
CDS_0024 CDS_0025

SAMEA2737763_a1_ct96466_vs1 12946:39527(+)

2627 28 29 30 31

IMGVR_UViG_3300045988_133520|3300045988|Ga0495776_109840 12954:36396(+)

2627 28 29 30 31

IMGVR_UViG_3300029970_000023|3300029970|Ga0315745_100056|10201-51219 12830:36054(+)

CDS_0024
CDS_0025

CDS_0026 CDS_0027

MGV-GENOME-0263787 12746:34154(+)

CDS_0024
CDS_0025 CDS_0026

MGV-GENOME-0262043 12803:33836(+)

CDS_0026 CDS_0027

MGV-GENOME-0296843 12817:36252(+)

25 26 27 28 29

IMGVR_UViG_3300045988_088282|3300045988|Ga0495776_028798 12906:35370(+)

CDS_0026
CDS_0027

CDS_0028 CDS_0029 CDS_0034

IMGVR_UViG_3300045988_185454|3300045988|Ga0495776_174585|7721-48326 12958:35641(+)

CDS_0026
CDS_0027

CDS_0028 CDS_0029

SAMEA2580156_a1_ct40394_vs1 12906:38322(+)

26
27

28 29 30 31

IMGVR_UViG_3300045988_027688|3300045988|Ga0495776_027439 12955:36991(+)

CDS_0026
CDS_0027

CDS_0028 CDS_0029

MGV-GENOME-0269577 12955:35213(+)

CDS_0026
CDS_0027

CDS_0028 CDS_0029

MGV-GENOME-0269936 12644:35293(+)

CDS_0024
CDS_0025 CDS_0026

IMGVR_UViG_3300045988_041854|3300045988|Ga0495776_183903 12950:35956(+)

26 27 28
Adhesive fimbriae (VF0213) (CDS_0029)

30

MGV-GENOME-0248538 12951:31522(+)

CDS_0026
CDS_0027 CDS_0028

MGV-GENOME-0291668 12814:38119(+)

27 28 29 30 31

IMGVR_UViG_3300045988_071060|3300045988|Ga0495776_109807 12657:36397(+)

24 25
DNA helicase (CDS_0026)

27 28

MGV-GENOME-0243381 12952:30728(+)
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27

28 29 30 31

MGV-GENOME-0323414 12976:43282(+)

23 24 25 DNA helicase (CDS_0026) 27 28

MGV-GENOME-0314507 12980:36330(+)

25 26 27 2829 30

MGV-GENOME-0248100 12702:31454(+)

CDS_0023
CDS_0024 CDS_0025

MGV-GENOME-0234016 12949:29132(+)

CDS_0025

MGV-GENOME-0251910 12823:31255(+)

CDS_0023
CDS_0024 CDS_0025

MGV-GENOME-0281160 13119:38004(+)

26
27

28 29 30 31 36 37

IMGVR_UViG_3300045988_053908|3300045988|Ga0495776_112607 13119:37486(+)

26
27

28 29 30 31

MGV-GENOME-0337185 12958:43361(+)
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27

28 29 30 31 32 33 34

MGV-GENOME-0296719 12662:32913(+)

CDS_0024

MGV-GENOME-0273154 12702:33357(+)

CDS_0023

MGV-GENOME-0268962 12553:30009(+)

CDS_0024

MGV-GENOME-0279484 12570:37166(+)

CDS_0025
CDS_0026

DNA primase/helicase (CDS_0027)

CDS_0028

MGV-GENOME-0265723 12570:34496(+)

CDS_0024
CDS_0025 CDS_0026

MGV-GENOME-0314599 12573:38082(+)

23 24 25 26 27

IMGVR_UViG_3300045988_106203|3300045988|Ga0495776_135715 12955:37838(+)

26 27 28 29 30

MGV-GENOME-0339852 12955:40187(+)

26
27

28

baseplate wedge subunit (CDS_0029)

30 31 32 33 34

MGV-GENOME-0274062 12666:36081(+)

25 26 27 28
29

30

IMGVR_UViG_3300045988_059980|3300045988|Ga0495776_024923 12666:36081(+)

25 26 27 28
29

30

MGV-GENOME-0267882 12816:34907(+)

22 23 26 27 28 29 30

MGV-GENOME-0271879 12929:33677(+)

CDS_0026
CDS_0027 CDS_0028

MGV-GENOME-0279296 12572:33690(+)

CDS_0023
CDS_0024

CDS_0025

MGV-GENOME-0235812 12953:27771(+)

CDS_0029
CDS_0030

CDS_0031

MGV-GENOME-0221024 12660:27272(+)

CDS_0024
CDS_0025

SRS023914_a1_ct13491_vs01 13277:30653(+)

CDS_0027CDS_0028 CDS_0029

MGV-GENOME-4416867 12930:35742(+)

CDS_0026 CDS_0027 CDS_0028

MGV-GENOME-0291689 12930:34263(+)

CDS_0025 CDS_0026

MGV-GENOME-0269353 12803:35686(+)

CDS_0026
CDS_0027 CDS_0028 CDS_0029

MGV-GENOME-0288978 12926:33657(+)

CDS_0026 CDS_0027 CDS_0028

IMGVR_UViG_3300045988_101539|3300045988|Ga0495776_171412 12661:37369(+)

23 24 25 26 27

IMGVR_UViG_3300045988_097587|3300045988|Ga0495776_029223 12810:36089(+)

CDS_0026
CDS_0027 CDS_0028 CDS_0029

IMGVR_UViG_3300014357_000002|3300014357|Ga0135352_100018 12645:35769(+)

CDS_0024 CDS_0025 CDS_0026

MGV-GENOME-4429572 12830:38486(+)

22 23 24 25 26 27 28

MGV-GENOME-0316320 12708:43558(+)

23 24

RM__Type_I_REases___Type_I_REases_FAM_0.einsi_trimmed (CDS_0025)

26 27
DNA helicase (CDS_0028)

RM__Type_I_S___Type_I_S_01 (CDS_0029)

30

MGV-GENOME-0259574 12951:33915(+)

23 24 25 26 27 28

uvig_3715 12646:41467(+)

2324 25 26 27
Sigma L (VF0855) (CDS_0028)

29 30 31 32 33

IMGVR_UViG_3300045988_096311|3300045988|Ga0495776_055861 12827:38873(+)

2223 24
RuvC-like Holliday junction resolvase (CDS_0025)

26 27

MGV-GENOME-0268533 12929:25418(+)

CDS_0026
CDS_0027

CDS_0028 CDS_0033

MGV-GENOME-0267409 12953:24809(+)

CDS_0026
CDS_0027

CDS_0028

MGV-GENOME-0235285 12952:24581(+)

CDS_0026
CDS_0027

MGV-GENOME-0209195 12830:25636(+)

CDS_0022
CDS_0023

CDS_0024

CDS_0025

MGV-GENOME-0207797 12955:25395(+)

CDS_0026
CDS_0027

MGV-GENOME-0308158 12659:38876(+)

23 24 25 26 27 28 29

IMGVR_UViG_3300045988_083898|3300045988|Ga0495776_028540 12830:44925(+)

22 23 24

Retron_VI__HTH (CDS_0025)
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MGV-GENOME-0308501 12830:44925(+)

22 23 24

Retron_VI__HTH (CDS_0025)
26
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29 30 31 32 33 34 35 36

MGV-GENOME-0255034 10705:32631(+)

CDS_0014

CDS_0015

CDS_0016

CDS_0017

nucleoside 2-deoxyribosyltransferase (CDS_0018)

CDS_0022 CDS_0023

MGV-GENOME-0251812 10705:32080(+)

CDS_0022 CDS_0023

MGV-GENOME-0283991 12954:32800(+)

CDS_0023 CDS_0024 CDS_0025

MGV-GENOME-0240183 10852:30289(+)

CDS_0016

CDS_0017

CDS_0018
CDS_0019

nucleoside 2-deoxyribosyltransferase (CDS_0020)

CDS_0023 CDS_0024

MGV-GENOME-0259350 10568:33917(+)

CDS_0023
CDS_0024

RT_III-AM_III-B_2 (CDS_0025)

CDS_0026 CDS_0031

MGV-GENOME-0255469 9433:33034(+)

CDS_0022 RT_III-AM_III-B_2 (CDS_0023)

MGV-GENOME-0246009 9170:31460(+)

CDS_0016 RT_III-AM_III-B_2 (CDS_0021)

MGV-GENOME-0269842 9575:32891(+)

CDS_0021
CDS_0022

RT_III-AM_III-B_2 (CDS_0023) CDS_0025

MGV-GENOME-0252209 9575:32691(+)

CDS_0021
RT_III-AM_III-B_2 (CDS_0022)

SRS018732_a1_ct10493_vs01 9874:36171(+)

22 23 24 25 26

uvig_535749 9575:34694(+)

CDS_0021
CDS_0022

CDS_0023
CDS_0024

MGV-GENOME-0234349 9575:30263(+)

CDS_0021 CDS_0022 CDS_0023

IMGVR_UViG_3300045988_163985|3300045988|Ga0495776_147791 9954:35611(+)

21
DNA methyltransferase (CDS_0022)

23 24 25 26

IMGVR_UViG_3300045988_169631|3300045988|Ga0495776_176007 9953:35366(+)

21 22 23 24 RT_III-AM_III-B_2 (CDS_0025)

MGV-GENOME-0268584 9312:32062(+)

CDS_0020 RT_III-AM_III-B_2 (CDS_0021)

MGV-GENOME-0280347 10217:37883(+)

22 23 24 25 26 27 28

IMGVR_UViG_3300030032_000337|3300030032|Ga0245332_100769|1-45480 10217:41063(+)

22 23 24 25 26 27

uvig_510421 9871:38251(+)

22 23 24 25 26 27 28 29

IMGVR_UViG_3300045988_137255|3300045988|Ga0495776_185396 9871:36705(+)

22 23
DNA methyltransferase (CDS_0024)

25 26 27 28

MGV-GENOME-0278750 9871:35053(+)

22 23 24 25 26

IMGVR_UViG_3300029482_000168|3300029482|Ga0244120_100295|790-41886 9488:36464(+)

21
membrane-flanked domain (CDS_0022)

23 24 25 26 27

SAMN06164817_a1_ct78814_vs1 10217:39634(+)

22 23 24 25
DNA methyltransferase (CDS_0026)

27 28 29 Reverse transcriptase (CDS_0030)

IMGVR_UViG_3300045988_167071|3300045988|Ga0495776_029088 9575:36076(+)

21 22 23 24 25 26 27

MGV-GENOME-0276966 9575:37207(+)

21

glutathionylspermidine synthase (CDS_0022)
DNA methyltransferase (CDS_0023)

24 25 26 27

MGV-GENOME-0204702 10843:23840(+)

CDS_0022
CDS_0026

CDS_0027

uvig_428449 10217:35036(+)

22 23 24 25 26 27 28 29 30 35

SAMN05827137_a1_ct10320_vs1 9929:24001(+)

CDS_0022 CDS_0023

uvig_495558 17846:30620(+)

31 32 33 34 35 36

10000 nt
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