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polarity suppression Psu-like by overcoming Rho (CDS_0029)
polarity suppression Psu-like by overcoming Rho (CDS_0030)

31

polarity suppression Psu-like by overcoming Rho (CDS_0032)

33
PD-T7-2__PD-T7-2_B (CDS_0034)

35 36 37

IMGVR_UViG_2651869771_000005|2651869771|2651900871|42827-92859 17543:35035(+)

membrane protein (CDS_0019)
24 25

26
transcriptional repressor (CDS_0027)

excisionase and transcriptional regulator (CDS_0028)

polarity suppression Psu-like by overcoming Rho (CDS_0029)
polarity suppression Psu-like by overcoming Rho (CDS_0030)

31
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