MazG-like pyrophosphatase (CDS_0042)
CDS_0040 integrase (CDS_0049) CDS_0053
CDS_0041 CDS_0043 CDS_0044 CDS_0045 CDS_0046CDS_0047 CDS_0048 CDS_0050 CDS_0052 HNH endonuclease (CDS_0054)

[ I A ) ) i O — ) ) e N

IMGVR _UViG_330000809% 000149|3300008099|Ga0114261 100057|29112-65078 28424:35412(+)
DNA methyltransferase (CDS_0043)

replisome organizer (CDS_0038) DNA methyltransferase (CDS_0044)
L X A ) ) L — — ! L )
MGV-GENOME-4409497 26935:34037(+)
CDS_0046 CDS_0053
| CDs_0047 CDS_0052 |

O ) B — e W N

SRS077916_a1 ct13791 vs1 25845:31939(+)

DNA methyltransferase (CDS_0041)
DNA methyltransferase (CDS_0037)
CDS_0038
single strand DNA binding protein (CDS_0032) T@&OOS‘? CDS_0042

I I N alv ) D1 — T

MGV-GENOME-0277618 24443:31536(+)

DNA methyltransferase (CDS_0037)
CDS_0038
| cps_ 0039

I O % aly ) OO | )

MGV-GENOME-0225631 24098:31057(+)

DNA methyltransferase (CDS_0037)
CDS_0038
CDS_0031 CDS_0035 | cDs_0039

D I A aliy ) OO | )

IMGVR_UViG_3300045988_079377|3300045988|Ga0495776_038137 23806:31057(+)
DNA methyltransferase (CDS_0039)

CDS_0040 terminase small subunit (CDS_0048)
/) I 4 - DETD— 1 o-O—D
OTU_3796 24476:31445(+)
CDS_0039 CDS_ 0041 CDS_0042
— O ) L { O — )

IMGVR_UViG_3300008537_000266|3300008537|Ga0111051_100249(13916-48324 26513:32734(+)

CDS_0037

[ O — O — ) 0

SRS097895_a1_ct16839 24323:30398(+)

DNA methyltransferase (CDS_0048)

47 4950 51 57
|‘ U L % ) ) DD —10 — — o 1>
SAMEA2579957 a1 ct3664 vs1 32537:39895(+)
CDS 0039
CDS.0038 | Druantia Il_DruM (CDS 0040) CDS_0044
|‘ A O b A DDA 1 — — ) o1 )

SRS020540_al ct53980 24204:32258(+)

} 3000 nt i

DNA, RNA and nucleotide metabolism head and packaging integration and excision other unknown function Defence



