HNH endonuclease (CDS_0003)
CDS_0002
'CDS_0004
\ CDs_0006
CDS_0001 | CDS_0008
€D5_0005 i
| | |CDS_0007CDS_0009

uvig 60929 2:4009(+)
HNH endonuclease (CDS_0124)

uvig_265490 106317:109495(-)

CDS 0114
CDS_0108

uvig_480275 65553:68578(-)

HNH endonuclease (CDS_0012)
Rnase H (CDS_0013)
CDS_0008 | T cps.0014

!

uvig_494477 2562:6767(+)

2-aminooxy adenylosuccinate synthetase (CDS_0126)
149 144 135 122
155153 151 [148 142 140138 136 130 121
157 156 [ 154 152 150 | | 147 146 145 143 141] 139137 | 134133 132 131 | 129 128 127 125 124 123 | 120119 118

uvig 121348 88933:119367(-)
HNH endonuclease (CDS_0126)  2-aminooxy adenylosuccinate synthetase (CDS_0118)

134 131 128 114112
152 150 146 144 142 140 136 132] 129 122 115 111 109
11517149 148147[145 143 141 [ 139 138 137[135133 [| 130| 127 | 125124 123 [ 121 120 119 117 116 [ 113| | 110 [ 108

MGV-GENOME-0367097 67108:100493(-)

2-aminooxy adenylosuccinate synthetase (CDS_0119)
154 140 136 128 115
156 152 150 148 146 144 142  [139 134 132 130 l 127 123 114
155153 151 [149 [147] 145 143 141 | [ 138 137 135133 131129 [ 126 125 124 | 122 121 120 118 117 116 | 113112 111

MGV-GENOME-0369539 73557:106518(-)

2-aminooxy adenylosuccinate synthetase (CDS_0118)

152 144 134 127 114
154151 149 145142 140 138 132 130 128 122 113
53| 150 148 147 146 [ 143 1417 139 | 137 136 135 (133131 [129]] 126125 124 123 | 121 120 119 117 116 115 | 112111 110

MGV-GENOME-0364407 64457:97135(-)

HNH endonuclease (CDS_0017)
HNH endonuclease (CDS_0022)
20 2-aminooxy adenylosuccinate synthetase (CDS_0031)
6 14 19 25 35
1234 5[7 8 91011 12 13]15 16 1§ﬂ 21 | 23 2426 2728 29 30 32 33 34[3637

MGV-GENOME-0370321 37:27311(+)

2-aminooxy adenylosuccinate synthetase (CDS_0122)
HNH endonuclease (CDS_0134) HNH endonuclease (CDS_0121)
131 117
132 126 116
133] 130129 128 127 | 125 124 123 120 119 118 | 115114 113

=

i

uvig 77255 64891:83781(-)

2-aminooxy adenylosuccinate synthetase (CDS_0122)

131 HNH endonuclease (CDS_0117)
133 126 118 115
124 123

132 130129 128 127 | 125 121 120 119 | 116

|
g —]

uvig 34298 62940:80048(-)

2-aminooxy adenylosuccinate synthetase (CDS_0125)
121
129 120
130 | 128 127 126 124 123 123 | 119118 117

]ﬂ

MGV-GENOME-0867807 88946:102112(-)
12
117 25
123456 78910[| 1314 15 16 17 18 19 20 21 22 23 24[26 27 28 29 33

MGV-GENOME-0373801 776:21401(+)

2-aminooxy adenylosuccinate synthetase (CDS_0019)
10 23
123456 7 89] 11 12 13 14 15 16 17 18 20 21 22[24 25 26 27

MGV-GENOME-0363731 233:21153(+)

4
1 2 3[]56 78

uvig_322356 3:7149(+)

[y

4
2 3]5 6 78

uvig 321133 1:7156(+)

10000 nt 1

DNA, RNA and nucleotide metabolism unknown function



