macrolide efflux MFS transporter Mef(En2) (NFO00154.1) (CDS_0020)
tail length tape measure protein (CDS_0013) 18 RegX3 (VF0858) (CDS_0021)
14 15 16 17T 19 22 23

r

uvig_251405 8963:20815(+)

macrolide efflux MFS transporter Mef(En2) (NFO00154.1) (CDS_0021)
RegX3 (VF0858) (CDS_0022)
18 19 20 23 25 26 27

!#

uvig_327075 8963:26575(+)

macrolide efflux MFS transporter Mef(En2) (NFO00154.1) (CDS_0021)
RegX3 (VF0858) (CDS_0022)
18 19 20 23 24 26 27

!#

—
uvig 472568 8963:29628(+)

macrolide efflux MFS transporter Mef(En2) (NFO00154.1) (CDS_0022)
RegX3 (VF0858) (CDS_0023) 30
tail fiber protein (CDS_0018) 19 20 21 | 24 2913132

uvig 438290 8963:29285(+)

RegX3 (VF0858) (CDS_0019)
CDS_0018 CDS_0020 CDsS_0021

uvig 132679 8963:21847(+)

DNA polymerase exonuclease subunit (CDS_0022)
CDS_0018 CDS_0019 CDS_0021

!ﬁ

IMGVR_UViG_3300023489_000209|3300023489|Ga0257030_100410[12832-45435 8955:22234(+)

CDS_0018
CDS_0017 "] €D5.0019 CDS_0021 CDS_0022

o T EEEd

uvig_184223 8954:22442(+)

endolysin (CDS_0022)
18 19 2021 23 24

IMGVR_UViG_3300029370_000217|3300029370|Ga0243957_100111[19349-52792 8955:20833(+)

endolysin (CDS_0022)
tail protein (CDS_0018) 19 2021 23

IMGVR_UViG_3300028911_000190|3300028911|Ga0168754_100034(15788-48194 8963:19948(+)

endolysin (CDS_0022)

23
18 19 2021 T24 25 26

E%

IMGVR_UViG_3300029235_000295|3300029235|Ga0168722_100739(2-33540 8963:24107(+)

endolysin (CDS_0022)
18 19 2021 23 24

IMGVR_UViG_3300029517_000225|3300029517|Ga0244792_100051[16430-48492 8963:22631(+)

endolysin (CDS_0022)
18 19 2021 23 24

IMGVR_UViG_3300030447_000358|3300030447|Ga0168849_100724(1-33827 8960:24912(+)
Cable pilus (VFO700) (CDS_0025)

endolysin (CDS_0022)
tail fiber protein (CDS_0018) 19 2021 23 24 vancomycin resistance histidine kinase VanS (NF033091.0) (CDS_0026)

SRS022713_al_ct7708_vs01 8963:25617(+)

endolysin (CDS_0022)
18 19 2021 23 24

IMGVR_UViG_3300029247_000288|3300029247|Ga0168719_1000066|101437-133701 8963:22922(+)

endolysin (CDS_0022)
18 19 2021 23 24 25

IMGVR_UViG_3300029575_000287|3300029575|Ga0244903_100627|21664-54013 8963:23007(+)

endolysin (CDS_0022)  RegX3(VF0858) (CDS_0027)
18 19 2021 23 24 25 26 28 29 30 32 38

IMGVR_UViG_3300029771_000137|3300029771|Ga0243801_100959 8963:27742(+)

endolysin (CDS_0022)
18 19 2021 23 24 25 26 27 28

IMGVR_UViG_3300029767_000261|3300029767|Ga0243804_100062[169339-205349 8963:26343(+)

endolysin (CDS_0022) kinase (CDS_0026)
18 19 2021 23 24 25 [ 27 28

IMGVR_UViG_3300029423_000160|3300029423|Ga0243802_100962 8963:25505(+)

endolysin (CDS_0023)
21
18 19 2022 24 26

!H

uvig 142446 8963:21964(+)

endolysin (CDS_0023)
18 19 20 2122 24 26 27 30 3132

|

OTU_3685 8963:26211(+)

8000 nt 1
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