pyrophosphatase (CDS_0034)
tail protein (CDS_0030) 37
27 28 29 31 32 33 35 36 [38 39 DNA primase (CDS_0040) 41

N
o

#
.

MGV-GENOME-0319127 15673:37124(+)

pyrophosphatase (CDS_0033)
tail protein (CDS_0031) 32 34 35

IMGVR_UViG_3300045988_161348|3300045988|Ga0495776_178602 15673:36958(+)

pyrophosphatase (CDS_0036)
31 32 33 34 35 37 38

;

MGV-GENOME-0324998 15673:40173(+)

tail protein (CDS_0027)
CDS_0028 CDS_0030
CDS_0025 DS_002

iﬁ

MGV-GENOME-0278263 14091:33884(+)
cysH_IV-B_1 (CDS_0035)

33 38
host range and adsorption protein (CDS_0029)30 31 32 34 3637]39 40

MGV-GENOME-0312160 16223:35285(+)

cysH_IV-B_1 (CDS_0032)
35
host range and adsorption protein (CDS_0028)29 30 31 33 374T

!%

MGV-GENOME-0315350 14890:33762(+)

DNA methyltransferase (CDS_0032)
cysH_IV-B_1 (CDS_0033)
36
tail protein (CDS_0028)29 30 31 3435

.

IMGVR_UViG_3300045988_164845|3300045988|Ga0495776_148278 14890:33965(+)

32
host range and adsorption protein (CDS_0027)28 29 30 LﬂT

IMGVR_UViG_3300045988_173059|3300045988|Ga0495776_158192 14876:32942(+)

host range and adsorption protein (CDS_0029)
33
30 3132

i#

MGV-GENOME-0289500 15587:31092(+)

32
host range and adsorption protein (CDS_0027)2829 30 GLIT

MGV-GENOME-4421339 14094:29121(+)

34
68 38
host range and adsorption protein (CDS_0028)29 30 3132] 353637

MGV-GENOME-0320743 15586:34647(+)

31
30 35
host range and adsorption protein (CDS_0028)29 | 323334]

MGV-GENOME-0299287 15586:30904(+)

transcriptional regulator (CDS_0034)
SigE (VF0295) (CDS_0036)
39
38 43
host range and adsorption protein (CDS_0028)29 30 31 3233 | 35 | 37| 404142

| -
%4{

IMGVR_UViG_3300045988_166439|3300045988|Ga0495776_028367 15586:36176(+)

transcriptional regulator (CDS_0034)
SigE (VF0295) (CDS_0036)

39
38 43
35 | 37[ 404142

host range and adsorption protein (CDS_0028)
tail fiber protein (CDS_0025) 29 30 31 3233

%#

MGV-GENOME-0308121 15165:36176(+)

transcriptional regulator (CDS_0035)
32SigE (VF0295) (CDS_0037) 42
host range and adsorption protein (CDS_0027)28 ~ 29 30 31 [3334 | 36 | 3839 4041]

MGV-GENOME-0304487 14094:34950(+)

host range and adsorption protein (CDS_0029)
34
22 23 tail fiber protein (CDS_0026) 3031 3233

b

MGV-GENOME-0292534 13671:29349(+)
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