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IMGVR_UViG_3300045988_161348|3300045988|Ga0495776_178602 15673:36958(+)
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33

34

cysH_IV-B_1 (CDS_0035)
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MGV-GENOME-0308121 15165:36176(+)
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MGV-GENOME-0304487 14094:34950(+)
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MGV-GENOME-0292534 13671:29349(+)
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