
TemPhD_cluster_24625 26202:31265(+)

Erf-like ssDNA annealing protein (CDS_0030)

recombinase (CDS_0031)

Kil protein for bacterial septation inhibition (CDS_0032)

CIII anti-termination (CDS_0033)
CDS_0034

CDS_0035
CDS_0036

anti-termination protein N-like (CDS_0037)

CDS_0038
CDS_0039

CII-like transcriptional activator (CDS_0040)

tail protein (CDS_0041)

TemPhD_cluster_42016 25214:31018(+)

CDS_0033
CDS_0034

CDS_0035 CDS_0038

TemPhD_cluster_27536 26003:34435(+)

CDS_0032 CDS_0034
transcriptional regulator (CDS_0035)

CDS_0038 CDS_0039 CDS_0040
HNH endonuclease (CDS_0041)

NinB/ Orf homologous recombination mediator (CDS_0042)

CDS_0043

TemPhD_cluster_41713 25950:31569(+)

CDS_0034 CDS_0035 CDS_0038 CDS_0039
CI-like repressor (CDS_0040)

transcriptional repressor (CDS_0041)

TemPhD_cluster_29516 26165:30866(+)

35 36 37
CI-like repressor (CDS_0038)

transcriptional repressor (CDS_0039)

TemPhD_cluster_42056 25450:30500(+)

CDS_0033
CDS_0034

CDS_0035
transcriptional repressor (CDS_0037)

Retron_VI__HTH (CDS_0038)

TemPhD_cluster_36350 25450:30605(+)

CDS_0033
CDS_0034

CDS_0035

TemPhD_cluster_30040 25182:33503(+)

CDS_0035
CDS_0036

CDS_0038

CDS_0039
NinB/ Orf homologous recombination mediator (CDS_0041)

CDS_0042

TemPhD_cluster_50223 25125:33721(+)

CDS_0034 CDS_0035

TemPhD_cluster_35998_ 24449:35946(+)

33 34

anti-termination protein N-like (CDS_0035)

36 37
transcriptional repressor (CDS_0038)

transcriptional repressor (CDS_0039)

4000 nt

DNA, RNA and nucleotide metabolism other tail transcription regulation unknown function Defence


