
MGV-GENOME-0339471 1:35280(+)

1 2 3 DNA methyltransferase (CDS_0004) 5 6 7 8 9 10
11

12
13

14
15

16 17 18 19

MGV-GENOME-0341524 1:35450(+)

3 DNA methyltransferase (CDS_0004) 5 6 7 8 9 1011
12

13

MGV-GENOME-0346926 1:32295(+)

3 DarB-like antirestriction (CDS_0004) 5 6 7 8 9
10

11
12

MGV-GENOME-0340601 1:31695(+)

3 DNA methyltransferase (CDS_0004) 5 6 7 8 9 10

MGV-GENOME-0339528 1:29858(+)

CDS_0003 DNA methyltransferase (CDS_0004) CDS_0005
CDS_0006

MGV-GENOME-0323747 1:25979(+)

portal protein (CDS_0003) 4 5 6 7 8

MGV-GENOME-0360106 1:9775(+)

transposase (CDS_0003)
4 5 6 7

SAMEA2579933_b1_ct7_vs4 1:12674(+)

portal protein (CDS_0003)
4 5 6 7 8 9 13 14 16

MGV-GENOME-0370997 1:9131(+)

3 4 5 6 7

MGV-GENOME-0371669 1:12618(+)

transposase (CDS_0003)
4 5 6 7 8 9 13 16

MGV-GENOME-0367949 1:15260(+)

3 4 5 6 7 8 9 10

transposase (CDS_0011)

1213
14

15

MGV-GENOME-0369408 1:24159(+)

RM__Type_I_S___Type_I_S_01 (CDS_0002)
RM__Type_I_MTases___Type_I_MTases_FAM_0 (CDS_0003)

4 5
6

7 8 9 10 11 12
13

14
15

1617
18

19

MGV-GENOME-0358019 57548:71736(-)

49
50

51
52

5354555657
58

5960

61
62

63

IMGVR_UViG_3300045988_142149|3300045988|Ga0495776_033025 1:31373(+)

3
portal protein (CDS_0004)

DarB-like antirestriction (CDS_0005) 6 7 8 9 10 1112
13

14

IMGVR_UViG_3300006523_000006|3300006523|Ga0101039_100232 1:32817(+)

6 7 8 9 10 1112
13

MGV-GENOME-0347724 1:32267(+)

6 7 89
10

11 1213
14

IMGVR_UViG_3300008482_000239|3300008482|Ga0115187_100122|253-66055 1:31379(+)

6 7 8 9 10 1112
13

14

uvig_539128 1:33942(+)

6 7 8 9 10
11

12 13 1415
16

17

MGV-GENOME-0346935 1:32085(+)

6 7 8 9
10

11 1213
14

15

MGV-GENOME-0343538 1:32153(+)

6 7 8 9 10 1112
13

uvig_117445 1:34946(+)

6 7 8 9
kinase (CDS_0010)

11 1213
14

MGV-GENOME-0340831 1:31481(+)

6 7 8 9 10 1112
13

14

IMGVR_UViG_3300014557_000159|3300014557|Ga0169723_100126|2-67168 1:32916(+)

6 7 8 9

kinase (CDS_0010)

11
12

MGV-GENOME-0353111 1:29435(+)

6 78 9 1011
12

IMGVR_UViG_3300045988_152746|3300045988|Ga0495776_102026 1:28212(+)

6 7 8
9

10
11

12

uvig_182772 1:30614(+)

DarB-like antirestriction (CDS_0005) 6 7 8 9
10

11
12

IMGVR_UViG_3300029703_000277|3300029703|Ga0245234_100023|232445-296457 1:30039(+)

DarB-like antirestriction (CDS_0005) 6 7 8 9 10
11

MGV-GENOME-0338680 1:31508(+)

6 7 8 9 1011
12

13

IMGVR_UViG_2791355233_000004|2791355233|2791385775|743753-807518 1:30179(+)

6 7 8 9 10
11

12

IMGVR_UViG_3300029458_000142|3300029458|Ga0244161_100205|1-67266 1:32458(+)

6 7 8 9

kinase (CDS_0010)

11
12

13

MGV-GENOME-0352142 1:28984(+)

6 7 8 9 10
11

IMGVR_UViG_3300045988_140192|3300045988|Ga0495776_051565 1:31909(+)

transposase (CDS_0004) 7 8 9 10
11

12
13

14

MGV-GENOME-0339636 1:30442(+)

6 7 8 9
10

11
12

13

IMGVR_UViG_3300045988_149750|3300045988|Ga0495776_163599 1:30914(+)

6 7 8 9 10 11
12

IMGVR_UViG_3300029312_000024|3300029312|Ga0242764_100002|256599-318092 1:28222(+)

6 78 9 10

MGV-GENOME-0337486 1:31013(+)

6 7 8
9

10 11
12

13
14

15

MGV-GENOME-0348899 1:31629(+)

6 7 8 9
10

11
12

13
14

15

IMGVR_UViG_3300029414_000202|3300029414|Ga0243798_100118|45416-109666 1:29489(+)

DarB-like antirestriction (CDS_0005) DarB-like antirestriction (CDS_0006) 7 8 9 10 11
12

13

IMGVR_UViG_3300045988_151033|3300045988|Ga0495776_072448 1:37263(+)

6 7 8 9 10
11

12

DdmDE__DdmD (CDS_0013)
14

15
16

17

MGV-GENOME-0346210 1:37820(+)

6 7 8 9 10
11

12

DdmDE__DdmD (CDS_0013)

1415
16

17

MGV-GENOME-0343974 1:35460(+)

6 7 8 9 10 11 12 13 14 1516
17

MGV-GENOME-0346854 1:32809(+)

6 7 8 9

endolysin (CDS_0010)

11
12

13
14

15

MGV-GENOME-0354900 1:31644(+)

6 7 8 9
10

11 12
13

14

MGV-GENOME-0342789 1:31519(+)

6 7 8 9 10 11
12

13
14

IMGVR_UViG_3300045988_145877|3300045988|Ga0495776_033088 1:31154(+)

6 7 8 9 10
11

12
13

IMGVR_UViG_3300008512_000165|3300008512|Ga0115181_100073|6254-70489 1:29764(+)

6 7 8 9 10
11

12

uvig_323220 1:36160(+)

6 7 8 9
10

1112 13 14 15
16

17
18

IMGVR_UViG_3300029482_000145|3300029482|Ga0244120_100230|1-70717 1:36092(+)

6 7 8 9 1011 12 13 14
15

16
17

IMGVR_UViG_3300045988_155944|3300045988|Ga0495776_162985 1:30964(+)

6 7 8 9 10

11
12

13
14

15

MGV-GENOME-0338366 1:30285(+)

6 7 8 9

10
11

12
13

14

IMGVR_UViG_3300029742_000288|3300029742|Ga0245239_100254|12911-76654 1:29742(+)

6 7 8 9
10

11
12

13

MGV-GENOME-0345237 1:32218(+)

6 7 8 9 10
11

12

13
14

15
16

17

IMGVR_UViG_3300045988_151200|3300045988|Ga0495776_180400 1:30959(+)

6 7 8 9
10

11

12
13

14
15

16

IMGVR_UViG_3300045988_137440|3300045988|Ga0495776_150573 1:30027(+)

6 7 8 9
10

11
12

13

IMGVR_UViG_3300030032_000326|3300030032|Ga0245332_100369|14633-79203 1:30341(+)

6 7 8 9
10

11
12

13

IMGVR_UViG_3300045988_142784|3300045988|Ga0495776_171747 1:31419(+)

6 7

RM_Type_IV__Type_IV_REases___Type_IV_01 (CDS_0008)

9

10
11

12
13

14

IMGVR_UViG_3300045988_152917|3300045988|Ga0495776_163368 1:27996(+)

6 7
8

9
10

11
12

IMGVR_UViG_3300045988_147610|3300045988|Ga0495776_155423 1:38221(+)

5 7 8 9 10
11

12 13 14 15 16
17

18 19

20
21

22
23

24

MGV-GENOME-0351969 1:38221(+)

7 8 9 10
11

12 13 14 15 16
17

18 19

20
21

22
23

24

MGV-GENOME-0351497 1:28561(+)

6 7 8
9
10

11
12

MGV-GENOME-0328843 1:24079(+)

DarB-like antirestriction (CDS_0005) 6 7 8 9 1011
12

MGV-GENOME-0361577 1:11324(+)

4 5 6 7 8 9

MGV-GENOME-0341349 1:32611(+)

6 7 8 9 10 11 12
13

14 1516
17

MGV-GENOME-0350139 1:36542(+)

6 7 8 9 10 1112
13

14 1516
17

IMGVR_UViG_3300029209_000187|3300029209|Ga0168673_100116|25609-95440 1:35968(+)

6 7 8 9 10 1112
13

14 1516
17

MGV-GENOME-0323165 1:21526(+)

DNA methyltransferase (CDS_0005) 6 7 8 9

MGV-GENOME-0325677 1:21616(+)

DarB-like antirestriction (CDS_0005) CDS_0006
CDS_0007

CDS_0008

MGV-GENOME-0335449 1:20089(+)

DarB-like antirestriction (CDS_0005)
CDS_0006

CDS_0007

SAMN00792052_b1_ct2_vs2 1:22430(+)

DarB-like antirestriction (CDS_0005) 6 7 8 9 10

MGV-GENOME-0309803 1:15638(+)

CDS_0005 CDS_0006
CDS_0007

CDS_0008

MGV-GENOME-0321132 1:19457(+)

DNA methyltransferase (CDS_0005)
CDS_0006

CDS_0007

CDS_0008

MGV-GENOME-0321171 1:13956(+)

5 6 7 8 9

MGV-GENOME-0331100 1:27519(+)

6 7 8 9 10

MGV-GENOME-0308023 1:14415(+)

5 6 7 8 9 10

MGV-GENOME-0296184 1:13091(+)

5 6 7 8 9

MGV-GENOME-0308595 1:14600(+)

6 7 8 9 10

MGV-GENOME-0324407 1:21515(+)

DarB-like antirestriction (CDS_0005)
6

7 8 9 10

MGV-GENOME-0315698 1:12366(+)

CDS_0005
CDS_0006

CDS_0007

CDS_0008

MGV-GENOME-0311633 1:16918(+)

CDS_0005 CDS_0006
CDS_0007

CDS_0008

IMGVR_UViG_3300029530_000131|3300029530|Ga0244962_100202|9738-75991 1:31642(+)

6 7

RM_Type_IV__Type_IV_REases___Type_IV_01 (CDS_0008)

9 10
11

12
13

MGV-GENOME-0357812 1:31732(+)

56 7 8 9
10

11
12

13
14

15
16

17
18

IMGVR_UViG_3300045988_187490|3300045988|Ga0495776_171675|300-64030 1:29166(+)

56 7 8 9
10

11
12

13
14

Ma_2019_SRR413707_NODE_137_length_81751_cov_9.688993 1:47491(+)

6 7 8 9
kinase (CDS_0010)
DNA methyltransferase (CDS_0011)

12 13 14 15 16 17 18 19

ThiF family (CDS_0020)

21
22

23
24

25 2627
28

IMGVR_UViG_3300045988_129530|3300045988|Ga0495776_156214 1:29001(+)

6 7 8 9 10 NinB/ Orf homologous recombination mediator (CDS_0015)

MGV-GENOME-0358217 1:28708(+)

CDS_0006
CDS_0007

CDS_0008

CDS_0009

OTU_524 1:30788(+)

6 7 8 9

10
11

1213

IMGVR_UViG_3300045988_052574|3300045988|Ga0495776_173495 1:32819(+)

portal protein (CDS_0003) DarB-like antirestriction (CDS_0004) 5 6 7 8

MGV-GENOME-0274936 1:7041(+)

CDS_0004

uvig_389760 46612:54603(-)

56
57

5859

vancomycin resistance histidine kinase VanS (NF033091.0) (CDS_0060)

61

SodB (VF0169) (CDS_0062)

10000 nt

DNA, RNA and nucleotide metabolism head and packaging integration and excision moron, auxiliary metabolic gene and host takeover other unknown function Defence

Virulence AMR


