deoxynucleoside monophosphate kinase (CDS_0058) unknown function (CDS_0064)
CDS_0053 CDS_0055 CDS_0057 CDS_0059  CDS_0061 CDS_0063
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NC_019414.1 38873:44061(+)

HNH endonuclease (CDS_0057) CDS_0059
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Streptomyces_phage_Daudau 38189:43085(+)
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CDS_0055 CDS_0058 CDS_0060 unknown function (CDS_0062)
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Streptomyces_phage_BartholomewSD 38575:44480(+)
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CDS_0059 unknown function (CDS_0061)
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NC_054670.1 39501:45175(+)
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Streptomyces_phage_TinaBelcher 39498:45086(+)

CDS_0056 unknown function (CDS_0057) CDS_0059
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Streptomyces_phage_Animus 38793:43737(+)

HNH endonuclease (CDS_0060)
CDS_0052 CDS_0055 CDS_0057 CDS_0061
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Streptomyces_phage_Caelum 37831:43570(+)
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Streptomyces_phage_Hank144 39410:46341(+)
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DNA, RNA and nucleotide metabolism other unknown function



