radical SAM domain-containing protein (CDS_0022)
MADS_mad1 (CDS_0029)
CDS_0024  CDS_0028
CDS_0026 écos_oom
CDS_0075 CDS_0030
CDS 0021 CDS_0023] CDS 0027| | | €DS.0032 endonuclease (CDS_0033)

|MGVR?UVinSSOOO298197000238|3300023819\ Ga0245024_100123[6366-51745 24499:31510(+)

CDS_0026
CDS_0028
DS 0027  CDS0031CDS 0034  CDS.0035

IMGVR_UViG_3300029514_000 144|33000235 14]/Ga0244787_100136[84458-129428 24814:34124(+)

CDS_0026
| cps_0027 CDS_0028

—
MGV-GENOME-0321101 24814:34109(+)

anti-restriction protein (CDS_0032)
26 27 28 29 30 31 3334 35 36 37

SAMNO0792066_al_ct7663_vsl 24619:44147(+)

CDS_0027
CDS_0026 CDS_0028 CDS_0034

—
MGV-GENOME-0296827 24504:34907(+)
CDsS_0026 CDS_0027

I
MGV-GENOME-0313182 24504:35620(+)

Hemolysin HIyA (VF0646) (CDS_0029)
26 27 28 30 31 32

g#

IMGVR_UViG_3300029469_000122|3300029469|Ga0244168_100314(2-49009 24802:39118(;

CDS_0027 CDS_0029
CDS_0026 | CDS_0028 |

MGV-GENOME-0296457 25285:35775(+)
2627 28 29

w
o

33 35 36

—
MGV-GENOME-0305569 24771:36276(+)

CDS 0027
CDS 0026 | CDS_0028

|MGVR,UVIG,3300045988717753|3300045988\GaO49577z,179615 24801:34656(+)
CDS_0026 CDS_0027 CDS_0028 CDS_0034

— -
MGV-GENOME-0316819 24805:34933(+)

26 27 28 29 30 31 32 33 34 35 36 39

I
MGV-GENOME-0328100 24805:41903(+)
26 27 28 29 30 31 34

IMGVR_UViG_3300045988_156426|3300045988|Ga0495776_188645 24459:38211(+)

7000 nt i
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