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uvig_224954 54826:59577(-)
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CDS_0092CDS_0093

uvig_32636 3:6232(+)

CDS_0001
CDS_0002

CDS_0003
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DNA methyltransferase (CDS_0001)
2 3 4 DNA helicase (CDS_0005) 6

thioredoxin domain (CDS_0007)
8 9 10 11 12 13 14 15

MGV-GENOME-0379841 108971:118647(-)
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metal-dependent phosphohydrolase (CDS_0224)

225226227228229

IMGVR_UViG_3300045988_099231|3300045988|Ga0495776_159909 105312:114678(-)
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metal-dependent phosphohydrolase (CDS_0206)
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MGV-GENOME-0377792 95626:106009(-)
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metal-dependent phosphohydrolase (CDS_0187)
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MGV-GENOME-0379691 110773:120581(-)
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metal-dependent phosphohydrolase (CDS_0217)
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IMGVR_UViG_3300045988_089000|3300045988|Ga0495776_174161 106305:115357(-)
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metal-dependent phosphohydrolase (CDS_0203)
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DNA, RNA and nucleotide metabolism other unknown function


