CDS_0158 CDS_0162

CDS_.0153 CDS_0155  CDS_0157 CDS 0160 CDS 0163  CDS 0165
CDS 0150 CDS_0151 CDS 0152 | CDS.0154] CDS0156| | CDS.0159 CDS.0161 CDS 0164 | CDS 0166
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IMGVR_UViG_3300045988_141851|3300045988|Ga0495776_122669 132259:141265(+)

CDS_0157
SAMEA2737658_al ct27495 132189:141196(+)
CDS_0145
CDS 0146 CDS.0148 CDS 0151
MGV-GENOME-0376622 120524:127859(+)
CDS_0190
CDS.0191 |  CDS.0188 CDS_0185 CDS_0181
uvig 583707 138776:147227(-)
CDS_0078 CDS_0083 CDS 0084

MGV-GENOME-0376636 59044:66777(+)

CDS_0058 CDS_0061

CDS_0060
CDS_0059 |  CDS.0063
MGV-GENOME-4435620 31171:39432(+)
CDS_0178
CDS_0177
CDS.0176 | | €DS.0179
Ma_ 2019 _SRR413632 NODE 28 length 158388 cov_39.224754 137576:145401(+)
173
174 179

172 | | 175 176 177 178 | 180 182

J

MGV-GENOME-0376547 135095:144575(+)

158 157 156 155 154 153152 151

J

MGV-GENOME-0377072 129913:138926(-)

138 139 140 141 142 143144 145

uvig 89489 121979:130992(+)
174
175
162 166 167168 169 170171172173 | | 176

uvig_42206 135780:145563(+)

CDS_ 0175 CDS 0173
| CDS.0174 CDS 0172
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MGV-GENOME-0375405 131454:139763(-)

125
124
134 133 130 129128 127 126| | 123
uvig 518912 84708:93855(-)
168

163 164165 166 167 | 169170
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MGV-GENOME-0376266 132816:142175(+)

CDS_0157
CDS_0158 CDS 0160
CDS_0155 CDS_0159

5 A )D—{IDDDEDD-DED{D DD

MGV-GENOME-0375433 126422:133939(+)

CDS 0174 CDS 0175

5 A D ODED DU

uvig 398175 135161:141790(+)

transposase (CDS_0144) 154 156
143 145 149 150151 152 153 155 | 157

) N A D

MGV-GENOME-0375346 124076:136429(+)
CDS_0153CDS_0151 CDS_0150 CDS_0147

O D ED—O-D-DETTTH {0

MGV-GENOME-0375717 121441:126317(-)

CDS_0169 CDS_0174 CDS_0177

E-DETD-D{0{0-H O DD

MGV-GENOME-0376568 138622:145767(+)

} 4000 nt i

integration and excision unknown function
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