CDS_0166 DNA methyltransferase (CDS_0171)

CDS_0162 CDS_0164 CDS_0167 CDS_0169 CDS_0173 CDS_0175
CDS_0160 CDS_0161 CDS_0163 CDS_0165 CDS_0168 €DS_0170 CDS_0172 CDS_0174 CDS_0176
¢ K < @ K p O C
MGV-GENOME-0376326 132839:140180(+)
CDS_0087
CDS_0089CDS_0088 |
¢ K I C KEEEEEEET @& K HC K S
MGV-GENOME-0374014 49445:56786(-)
CDS_0173CDS_0172CDS_0171 CDS_0169
¢ K X KK <K -
MGV-GENOME-0375574 137293:142759(-)
integrase (CDS_0191) CDS_0185 CDsS_0182
¢ A K CC KKK — |
MGV-GENOME-0376301 145396:151131(-)
186 181 180 179 178 177 176 DNA methyltransferase (CDS_0173)
< < K @@ - @@EEC@EEaEK — |

MGV-GENOME-4435487 142724:149631(-)
HNH endonuclease (CDS_0191) CDS_0189

CDS_0201 CDS_0196CDS_0195 CDS 0194 CDS.0190  DNAmethyltransferase (CDS_0187)
L < K —EH A G G = CKEH K |
uvig_149576 142345:150171(-)
198
206 205 204 203 202 200 199 | 197
L H K O - @@ T K K
uvig 42206 149201:157108(-)
CDS_0167
CDS 0161 CDS_0162 CDS_ 0165 CDS 0166 CDS 0168 CDS 0171
CHL = K KK HFE@EEK KK HC K |

uvig 583707 129665:137351(+)
} 3000 nt i

DNA, RNA and nucleotide metabolism integration and excision other unknown function



