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MGV-GENOME-0200186 12651:27038(+)
tail protein (CDS_0026) 27 28 29 30  amidase (CDS_0031)

MGV-GENOME-0187771 12094:25885(+)

amidase (CDS_0032)

tail protein (CDS_0027) 28 29 31 33 34 35
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MGV GENOME 0219105 12932:31251(+)

amidase (CDS_0032)
tail protein (CDS_0027) 28 29 30 31 3334

MGV-GENOME-0193187 12649:26779(+)

amidase (CDS_0031)
tail protein (CDS_0026) 27 2829 30 8288

MGV-GENOME-0194692 12615:26638(+)

holin (CDS_0030)
amidase (CDS_0031)
tail protein (CDS_0027) 28 29 | 3233

MGV-GENOME-0193994 13025: 26920(+)

amidase (CDS_0031)
tail protein (CDS_0028) 2930 3233 3435

MG\/ GENOME 0189606 13175:26186(+)

metallo-protease (CDS_0029)
tail protein (CDS_0026) 27 28 3031

MGV-GENOME-0190574 12935:26320(+)
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MGV-GENOME-0188173 13025:25953(+)

nuclease (CDS_0031)
30
tail protein (CDS_0028) 29T 32 3334

MGV-GENOME-0173565 13027:23706(+)
RM_Type_Il__Type_ll_MTases__Type_l|_MTases_FAM_0 (CDS_0028)
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tail protein (CDS_0027) 29 | 32] 34 35 3637
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MGV-GENOME-0191013 12960:26420(+)

RM_Type_ll_Type_ll_MTases__Type_ll_MTases_FAM_0 (CDS_0028)
nuclease (CDS_0034)
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tail protein (CDS_0027) 29[ | 32] 35 36 37
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MGV-GENOME-0187051 13026:25772(+)
nuclease (CDS_0034)

31
tail protein (CDS_0028) 29 | 32] 35 3637
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MGV-GENOME-0184940 13028:25429(+)

nuclease (CDS_0031)

27
tail protein (CDS_0026) Tes. 29T 3233
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MGV-GENOME-0178708 12823:24266(+)
RM_Type_ll_Type_ll_MTases__Type_I|_MTases_FAM_0 (CDS_0033)
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amidase (CDS_0031) 35 nuclease (CDS_0040)
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MGV-GENOME-0226114 13024:32587(+)
RM_Type_ll_Type_ll_MTases__Type_ll_MTases_FAM_0 (CDS_0030)
33
32 35
tail protein (CDS_0026) 2728 29 31 [34] 36 37
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MGV-GENOME-0203639 12940:28328(+)
DNA methyltransferase (CDS_0033)
nuclease (CDS_0040)
37
amidase (CDS_0032) 36
tail protein (CDS_0028) 29 30 31 | 34357 3sT 4142 43
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MGV-GENOME-0209202 12958:29605(+)

amidase (CDS_0031)
32 34 36
tail protein (CDS_0027) 28 29 30 T33[35] 37 38
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MGV-GENOME-0204193 13458:28687(+)

Retron_VI_HTH (CDS_0031) 36 38
tail protein (CDS_0026) 2728 2930] 32 33 34 35[37] 39 40

MGV-GENOME-0208636 13080:29479(+)
DNA methyltransferase (CDS_0030)

nuclease (CDS_0036)
28 35
tail protein (CDS_0026) 27129 | 313233 34] 37

MGV-GENOME-0192989 13079:26719(+)

nuclease (CDS_0032)
31
ail protein (CDS_0026) 2728 29 3OT 3
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MGV-GENOME-0180466 13079:24706(+)
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DNA, RNA and nucleotide metabolism lysis other tail unknown function Defence
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