nucleoside triphosphate pyrophosphohydrolase (CDS_0018)

virion structural protein (CDS_0012) dCTP deaminase (CDS_0020)
holin (CDS_0015) CDS_0017
minor tail protein (CDS_0010) CDS_0013 epdolysin (CDS_0016)
tail length tape measure protein (CDS_0008) CDS_0009 CDS_0011 CDS_0014 \ CDS_0019
IMGVR_UViG_3300039366_000044|3300039366|Ga0169784_00257 5168:16295(+)
CDS_0013
SAMN10290214 a1l ct20060 vs1 5194:16305(+)
CDS_0009 CDS_0013 CDS_0019
MGV-GENOME-0226692 4727:15908(+)
CDS_0013

| ) ! ) ) X EHDDE & KK

MGV-GENOME-4390274 5164:16292(+)

CDS_0013
\ ) ) ) ) Y H OO -
uvig 103563 5221:15961(+)

CDS_0013
\ ) ) ) ) Y OHODET & KK
MGV-GENOME-0211036 5158:16286(+)

CDS_0013
\ ) ) ) ) A & KK
MGV-GENOME-0200713 5161:16288(+)

CDS_0013
\ ) ) ) ) XCH =K
MGV-GENOME-0218462 5186:15946(+)

CDS_0013
\ ) ) ) ) XCH L -&—C
MGV-GENOME-4404929 5158:15942(+)

CDS_0013 CDS_0018
\ ) 1 1 ) XCH OO &
IMGVR_UVIG_3300045988_083425|3300045988|Ga0495776_152437 5191:16299(+)

CDS_0013 CDS_0017 CDS_0020

| ) ) ) ) XHEOO KK

MGV-GENOME-0216347 5152:16319(+)

tail length tape measure protein (CDS_0007)

CcDS 0006 | CDS5_0008 CDS_0013
= \ ) ) ) ) XAH O -
uvig 357760 4816:15996(+)
CDS_0007 CDS_0008 CDS_ 0014
b HCH ) ) ) ) AHDDETTTH-&C

MGV-GENOME-0224866 4360:15908(+)

virion structural protein (CDS_0012)

L ) ! } ) Y EETTTD-A@C KK

IMGVR_UViG_3300045988_044222|3300045988|Ga0495776_037949 4796:15620(+)

virion structural protein (CDS_0012) CDS_0014
CDS_0013
P ) ) ) ) OH@HEETTT-a@C

MGV-GENOME-0230350 4818:16335(+)

virion structural protein (CDS_0012)

0 ) ) ! ) -0 aim& N

MGV-GENOME-0202502 4810:15700(+)

virion structural protein (CDS_0011)

0 ) } } ) A0 -—d

uvig 575405 4145:14947(+)
CDS_0006 CDS_0011

D ) ) X ) EDDETTTT-d

MGV-GENOME-0212907 4567:14714(+)

virion structural protein (CDS_0013) dCTP deaminase (CDS_0018) CDS_0019

0 ) ) A ) 0 7 U C_

MGV-GENOME-0214593 4799:16477(+)

CDS 0004
CDS_0003 |  CDS_0005 CDS_0010 minor tail protein (CDS_0011)
O - 1 D ) ) OO

MGV-GENOME-0225652 3185:14615(+)
k 4000 nt i

DNA, RNA and nucleotide metabolism head and packaging lysis other tail unknown function



