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MGV-GENOME-0327684 28356:55854(+)

Lamassu-Fam__ LmuB_SMC_Cap4_nuclease_|l (CDS_0054)
single strand DNA binding protein (CDS_0048)
DarB-like antirestriction (CDS_0050)
DNA polymerase (CDS_0045) RusA-like Holliday junction resolvase (CDS_0055)
thymidylate synthase (CDS_0044) 47 exonuclease (CDS_0051) ‘

38 3940 41 42 43 | 46 ‘ 49 52 53 56 57 5859 60

I
I

uvig 75784 28428:59950(+)
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