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uvig_395781 59027: 68421( )
CDS_0051  CDS_0052 CDS_0053 CDS_0054

| S S — I
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uvig_92228 54717:63098(+)
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MGV-GENOME-0350539 14644:23025(-)
CDS_0049 CDS_0050 CDS_0051  CDS_0052

IMGVR_UViG_3300029715_000006|3300029715|Ga0245215_1000202 71188:79667(+)
CDS_0046 CDS_0051 CDS_0052 CDS_0053 CDS_0054
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IMGVR_UViG_3300007796_000004|3300007796|Ga0105889_100147 69740:77164(+)
CDS_0038 CDS_0039 CDS_0040 CDS_0041

MGV-GENOME-0347824 52012; 59737(+)
DNA polymerase (CDS_0047) CDS_0052 CDS_0053  CDS_0054

uvig_33227 70220:79413(+)
HNH endonuclease (CDS_0048) CDS_0053 CDS_0054  CDS_0055

uvig 52200 69798:79833(+)
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MGV-GENOME-0355396 67603:78141(+)
CDS_0033
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MGV-GENOME-0356821 46368:53818(+)
terminase large subunit (CDS_0032)
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MGV-GENOME-0343817 32611:39750(+)

DarB-like antirestriction (CDS_0058)
CDS_0057
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IMGVR_UViG_3300045988_056515[3300045988|Ga0495776_057282 73118:80446(+)
CDS_0055

MGV-GENOME-0363403 72209:79407(+)
CDS_0054

IMGVR_UTG_3300045988_040396|3300045988\Ga0495776_096338 71956:78914(+)
CDS_0049 CDS_0050 terminase large subunit (CDS_0051)
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IMGVR_UViG_3300045988_037685[3300045988|Ga0495776_003078 69711:77831(+)
CDS_0044 CDsS_0045

MGV- GENOME 0363524 58754 66353(+)
CDS_0056  terminase large subunit (CDS_0057)

IMGVR_UViG_3300007669_000004|3300007669|Ga0105546_100109 72019:80270(+)
CDS_0053 CDS_0054 terminase large subunit (CDS_0055)

Kang_0007_STO02_A_NODE_1_length_96885_cov_494.705060 72310:80249(+)
Gabija_GajB_1 (CDS_0057)

IMGVR_UViG_3300029874_000003|3300029874]Ga0245322_100180 72157:78278(+)
CDsS_0048 CDS_0052

MGV-GENOME-0364780 65672:72849(+)
terminase large subunit (CDS_0055)

uvig_ 176210 73132 80123( )
CDS_0046 CDS_0050 terminase large subunit (CDS_0051)

IMGVR_UViG_3300045988_053618|3300045988|Ga0495776_095754 67953:78118(+)
CDS_0053 CDS_0054 CDS_0055
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MGV-GENOME-0362898 52270:59191(+)
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| cDs_0035 CDS_0034

MGV-GENOME-0348513 15280:22424(-)
CDS_0033 CDS_0034 Dda-like helicase (CDS_0035)

MGV-GENOME-0325950 26405: 33507(+)
CDS_0051 CDS_0052 Dda-like helicase (CDS_0053)

IMGVR_UViG_7000000334_000090|7000000334|SRS015217_WUGC _scaffold_5885 69739:77081(+)
CDS_0051 CDS_0052

MGV-GENOME-0363090 68650:75613(+)
CDS_0055

MGV-GENOME-0361968 71951:78069(+)
CDS_0050 CDS_0051

IMGVR_UViG_3300045988_052339/3300045988|Ga0495776_002837 70874:77983(+)
CDS_0057

MGV-GENOME-0362353 72747:79105(+)
CDS_0055 CDS_0056

uvig 530133 72057:79406(+)

CDS_0054
"CDS 0055 Dda-like helicase (CDS_0056)

uvig_162996 71666:78517(+)

CDS_0047
Ccbs_0048  CDS_0049

MGV-GENOME-0364105 59184:66051(+)

CDS_0033
cbs 0032  cDs_0031

MGV-GENOME-0341800 14826:21693(-)
CDS_0052 CDS_0053

MGV-GENOME-0354560 70915:77654(+)
54 55 56 57 Dda-like helicase (CDS_0058)

uvig_87987 72643:81880(+)
CDS_0055 CDS_0056

IMGVR_UViG_3300045988_072379[3300045988|Ga0495776_115026 72561:79527(+)
CDS_0047 CDS_0048 CDS_0049

MGV-GENOME-0362987 65972:72895(+)
CDS_0057 CDS_0058 CDsS_0059

MGV-GENOME-0362782 72519:79589(+)
CDS_0037 CDS_0038

uvig 60244 49515:56661(+)

CDS_0057
CDS_0058 CDS_0059

IMGVR_UViG_3300045988_055117|3300045988|Ga0495776_114990 72947:79628(+)
CDS_0052 terminase large subunit (CDS_0053)
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IMGVR_UViG_3300045988_065186|3300045988|Ga0495776_057130 73496:80729(+)
terminase large subunit (CDS_0051)
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IMGVR_UViG_3300045988_052911[3300045988|Ga0495776_095886 68976:78064(+)

CDS_0054
CDS_0047 CDS_O(E@ terminase large subunit (CDS_0055)
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uvig_281116 67956:78281(+)
CDS_0040 CDS_0041  CDS_0042

MGV-GENOME-0362823 55858:65086(+)

CDS_0040 CDS_0041  CDS_0042

MGV-GENOME-0353359 55911:65946(+)
CDS_0049 CDS_0050  CDS_0051

uvig_33422 67728:77202(+)
CDS_0051 CDS_0052  CDS_0053

IMGVR_UViG_3300045988_041117|3300045988|Ga0495776_115021 71724:79137(+)
CDS_0042 CDS_0043 CDS_0044

MGV-GENOME-0363842 61692:69140(+)
CDS_0036 CDS_0037  CDS_0038

MGV- GENOME 0353683 49350:56714(+)
CDS_0048 CDS_0049 CDS_0050

MGV-GENOME-0363792 62327: 69921(+)
CDS_0034 CDS_0035  CDS_0036

MGV-GENOME-0344684 47457:54845(+)
CDS_0048 CDS_0049 CDS_0050

IMGVR_UViG_3300045988_041145|3300045988|Ga0495776_184204 65378:73943(+)

CDS_0057
CDS_0051 CDS_0056 CDS_0058

uvig 119071 73770:80884(+)

CDS_0055
CDS_0056

CDS_0054

IMGVR_UViG_3300045988_029962[3300045988|Ga0495776_158548 72995:79662(+)
CDS_0056 CDS_0057 CDS_0058 CDS_0059

uvig_55018 72574:80358(+)
CDS_0055 terminase large subunit (CDS_0056)

IMGVR_UViG_3300030030_000041|3300030030|Ga0245278_100325 72640:79879(+)
CDS_0050 CDS_0051 DarB-like antirestriction (CDS_0052)

IMGVR_UViG_3300045988_056930|3300045988|Ga0495776_002841 70338:78748(+)
CDS_0053 CDS_0054 terminase large subunit (CDS_0055)

IMGVR_UViG_3300029553_000004/3300029553|Ga0245115_100139 70636:78865(+)

tetracycline efflux ABC transporter Tet(46) subunit A (NFO00474.1) (CDS_0055)
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uvig 174133 95048:103226(+)
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T CDS_0049  Dda-like helicase (CDS_0050)

uvig 17721 67476:77298(+)
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| cDs_0055 CDS_0056

CDS_0057 CDS_0062

uvig_ 558337 71281 78871( )
CDS_0056 CDS_0057

MGV-GENOME-0362638 72199:80061(+)

CDS_0055
T CDS_0056 CDS_0057 CDS_0061

IMGVR_UViG_3300045988_074621[3300045988|Ga0495776_002957 71788:79413(+)
CDS_0053 CDS_0054

MGV-GENOME-0362959 72087:79716(+)
terminase large subunit (CDS_0057) CDS_0061
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uvig_181889 73118:80830(+)
CDS_0062 CDS_0063  CDS_0064 CDS_0067

uwg_329937 71279: 79163( )
CDS_0055

IMGVR_ UV|G 3300045988 048616|3300045988\GaO495776 010378 71824:78662(+)
Dda-like helicase (CDS_0052) CDS_0056 CDS_0058 CDS_0059
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uvig_ 92329 72760: 79919( )
Dda-like helicase (CDS_0045)

uvig_92620 53134:60103(+)

CDS_0053
| cps_0054 CDS_0055

MGV- GENOME 0362267 72788:80782(+)

CDS_0054
TCDS 0055 CDS_0056

MGV- GENOME 0362743 73137 81309(+)
CDS_0055 CDS_0056
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MGV-GENOME-0361971 72665:79657(+)
CDS_0042

N S
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e e B ————————
MGV-GENOME-0361948 71914:80121(+)
terminase large subunit (CDS_0050)
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IMGVR_UViG_3300045988_045090|3300045988|Ga0495776_003041 70383:78102(+)
CDS_0050 CDS_0051  CDS_0052 CDS_0053

MGV~ GENOME 0343961 46467:55728(+)
CDS_0046 CDS_0047  CDS_0048

MGV-GENOME-0362509 63126:71364(+)
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MGV-GENOME-0364085 72876:82093(+)
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MGV-GENOME-0360999 69168:77753(+)
CDS_0036 CDS_0037 CDS_0038 CDS_0043
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MGV-GENOME-0362818 56409:65615(+)
CDS_0047 CDS_0053 CDS_0054
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MGV-GENOME-0362820 70713:81329(+)
CDS_0048
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uvig 418205 67755:75962(+)
terminase large subunit (CDS_0051)

uvig_ 203859 67658:77964(+)
CDS_0044 CDS_0045

MGV-GENOME-0363229 57315:68098(+)
CDS_0042 CDS_0043  CDS_0044

|

MGV-GENOME-0364032 58868: 69373(+)
CDS_0032 CDS_0031  CDS_0030
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MGV-GENOME-0348666 14259:24832(-)
CDS_0038 CDS_0039 CDS_0040
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MGV GENOME-0364954 69544:82259(+)

CDS_0057
CDS_0055 ~|cps_ 0058

MGV-GENOME-0361680 72537:79165(+)
CDS_0057

IMGVR_UViG_3300029481_000004|3300029481|Ga0244053_100117 72537:79247(+)
CDS_0049 CDS_0050 CDS_0051

IMGVR_UViG_3300045988 043603|3300045988|Ga0495776_154125 67728:76852(+)
CDS_ 0004 CDS_0003 CDS_0002 terminase large subunit (CDS_0001)

MGV-GENOME-0350709 1:6597(-)
CDS_0003 CDS_0002 terminase large subunit (CDS_0001)

MGV-GENOME-0349381 1:5755(-)
CDS_0001
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terminase large subunit (CDS_0001)

UV|g_174513 1: 4724( )
CDS_0003 CDS_0002 terminase large subunit (CDS_0001)

MGV-GENOME-0348296 1: 5468( )

CDS_0003
T CDS_0002 terminase large subunit (CDS_0001)

uvig_306742 1:5751(-)

CDS_0049
CDS.0048 |  CDS.0052 CDS 0053
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uvig_205504 70135:78958(+)
CDS_0052 CDS_0053
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MGV-GENOME-0363191 70135:80184(+)

5000 nt i

DNA, RNA and nucleotide metabolism head and packaging moron, auxiliary metabolic gene and host takeover unknown function Defence AMR
N I




