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HNH endonuclease (CDS_0030)  CDS_0029 CDS_0028 DNA polymerase (CDS_0027)
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MGV-GENOME-0338165 34141:45806(-)
CDS_0037 CDS_0036 CDS_0035
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MGV-GENOME-0364032 54503:66910(-)
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MGV-GENOME-0348666 16757:29197(+)

CDS_0033 CDS_0032 DNA polymerase (CDS_0031)
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uvig 67673 30986:43513(-)
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DNA polymerase (CDS_0046) DNA polymerase (CDS_0044)
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MGV-GENOME-0363229 52950:65492(-)
CDS_0053 CDS_0048 CDS_0047 CDS_0046
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Dda-like helicase (CDS_0005)
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MGV-GENOME-0320784 2:9761(+)
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DNA, RNA and nucleotide metabolism head and packaging moron, auxiliary metabolic gene and host takeover unknown function Defence
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