
IMGVR_UViG_3300003146_000039|3300003146|Ga0051080_1008728 76005:87070(+)
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Lamassu-Fam__LmuB_SMC_Cap4_nuclease_II (CDS_0145)

IMGVR_UViG_3300014824_000005|3300014824|Ga0134492_1000223 80424:91587(+)
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MGV-GENOME-0334040 50313:58003(+)
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IMGVR_UViG_3300045988_106323|3300045988|Ga0495776_018379 78841:87810(+)
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MGV-GENOME-0359498 79146:87670(+)
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nucleoside triphosphate pyrophosphohydrolase (CDS_0135)

CDS_0136

MGV-GENOME-0358459 78344:87697(+)
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IMGVR_UViG_3300045988_113799|3300045988|Ga0495776_116355 79146:87534(+)
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CDS_0085
CDS_0086 CDS_0088

CDS_0089
CDS_0090

IMGVR_UViG_3300045988_081304|3300045988|Ga0495776_010765 79102:89601(+)
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CDS_0114

IMGVR_UViG_3300029647_000001|3300029647|Ga0245203_100125 76239:85408(+)

CDS_0128

uvig_246103 63941:73124(+)

CDS_0110

uvig_246521 77291:86550(+)

CDS_0129

MGV-GENOME-0359955 81141:90344(+)

CDS_0136
CDS_0137

IMGVR_UViG_3300045988_104282|3300045988|Ga0495776_116293 79013:87355(+)

radical SAM domain protein (CDS_0128) CDS_0133
CDS_0136

CDS_0137

IMGVR_UViG_3300045988_079037|3300045988|Ga0495776_018372 76911:85656(+)
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uvig_139290 60151:69374(+)
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DNA methyltransferase (CDS_0127)
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CDS_0125 DNA methyltransferase (CDS_0130) CDS_0131
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108
109

110 111 112 113 114
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114 115 118 119 120 121
122

123

uvig_332246 64158:71603(+)

CDS_0103
CDS_0104

CDS_0105 CDS_0110
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MGV-GENOME-0357026 76109:85756(+)
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SAMN11893704_a1_ct5393 46281:58593(+)

79 8081 82 83 87 ParA-like partition protein (CDS_0089)

MGV-GENOME-0351320 66826:78617(+)
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uvig_539493 78203:762(+)
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109 110 111
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IMGVR_UViG_3300045988_114125|3300045988|Ga0495776_179162 49506:59218(+)
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MGV-GENOME-0359373 78936:89411(+)
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133

IMGVR_UViG_3300045988_101172|3300045988|Ga0495776_018781 74435:86502(+)
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uvig_291240 77202:87807(+)
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127

128 129 130

uvig_592465 50042:61266(+)

nucleoside triphosphate pyrophosphohydrolase (CDS_0093) 94 95 96 97 98

uvig_584627 47343:58761(+)

nucleoside triphosphate pyrophosphohydrolase (CDS_0090) 91 92 93 94 95

uvig_332790 59762:69024(+)
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nucleoside triphosphate pyrophosphohydrolase (CDS_0105)
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MGV-GENOME-0354363 73235:81173(+)
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IMGVR_UViG_3300045988_086491|3300045988|Ga0495776_018928 77828:87259(+)
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MGV-GENOME-0356870 43982:52243(+)
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SRS148159_a1_ct22036 43749:51912(+)
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MGV-GENOME-0355553 73569:82332(+)
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MGV-GENOME-0358642 76991:88036(+)
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MGV-GENOME-0345663 62720:71089(+)

102 103 104 105 107 108109 110 111 112

5000 nt

DNA, RNA and nucleotide metabolism moron, auxiliary metabolic gene and host takeover other unknown function Defence


