Lamassu-Fam_ LmuB_SMC_Cap4_nuclease_|l (CDS_0138) CDS_0007
CDS_0002 CDS_0004 CDS_0006 CDS_0009
CDS 0137 CDS_0001 CDS_0003 " [ cas8e_I-E_5(CDS_0005) | CDS_ 0008 |

!%

IMGVR_UViG_3300045988_084541|3300045988|Ga0495776_006521 82368:5595(+)
CDS_0097

— e —
IMGVR_UViG_3300045988_090465[3300045988|Ga0495776_096636 58374:66500(+)

CDS 0142 CDS_0003CDS_0004

IMGVR_UViG_3300045988_104590|3300045988|Ga0495776_010780 87249:6752(+)
CDS_0003 CDS_0004

IMGVR_UViG_3300045988_106323|3300045988|Ga0495776_018379 85334:5597(+)
CDS_0085 (CDS_0087 CDS_0091

SAMN11893704_al_ct5393 54093:63641(+)
CDS_0088

SRS148159_al1_ct22036 51505:60255(+)
CDS_0002 CDS_0004

IMGVR_UViG_3300029118_000005|3300029118|Ga0168844_100189 80497:6098(+)
CDS_0003 transposase (CDS_0004)

MGV-GENOME-0356231 1:7541(+)
CDS_0003CDS_0004

uvig 332246 1:5910(+)
CDS_0002

uvig_326543 1:6118(+)
CDS_0003

MGV-GENOME-0357026 1:5810(+)

transposase (CDS_0006)
CDS_0003 cas12f2_V-F_2 (CDS_0007)

uvig_540782 1:7922(+)

CDS_0004
CDS 0003 CDS 0005

MGV-GENOME-0357995 1:6316(+)

CDS_0004
CDS_0003 | CDS 0005

uvig_253354 1:6323(+)

HNH endonuclease (CDS_0010)
CDS_0005 CDS_0011

OTU_245 84617:6706(+)

transposase (CDS_0007)
cas8e_I|-E_5 (CDS_0005) CDS_0006 CDS_0008

\
|

SRS014948 a1 ct6574 1:10477(+)
transposase (CDS_0006)

cas12f2_V-F_2 (CDS_0007)

SRS046068 a1 _ct1270 1:10018(+)
transposase (CDS_0007) CDS_0008 CDS_0013

MGV-GENOME-0359293 1:10284(+)
CDS_0005 CDS_0006

MGV-GENOME-0359373 1:7010(+)

transposase (CDS_0006)
CDS_0003 CDS_0005 CDS_0007 CDS_0008

K H D11

MGV-GENOME-0358642 1:7083(+)

4000 nt 1
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