
MGV-GENOME-0329472 46139:50040(+)

CDS_0073 CDS_0074
CDS_0075

CDS_0076 CDS_0077
CDS_0078

CDS_0079
anti-repressor (CDS_0080)

CDS_0081

MGV-GENOME-0328543 45512:50279(+)

CDS_0078 transcriptional repressor (CDS_0079)

MGV-GENOME-0323236 43889:50270(+)

CDS_0076 CDS_0077 CDS_0081
CDS_0082

CDS_0083
CDS_0084

CDS_0085

IMGVR_UViG_3300045988_052134|3300045988|Ga0495776_037276 45097:51719(+)

CDS_0071 CDS_0076 transcriptional repressor (CDS_0077) CDS_0082
CDS_0083

CDS_0084

IMGVR_UViG_3300045988_079175|3300045988|Ga0495776_016298 47971:52887(+)

transcriptional repressor (CDS_0079)
CDS_0081 anti-repressor (CDS_0082) CDS_0085 CDS_0087

IMGVR_UViG_3300029714_000004|3300029714|Ga0245242_1000558 47124:52866(+)

CDS_0080 anti-repressor (CDS_0081) CDS_0085

MGV-GENOME-0324096 43719:50136(+)

CDS_0073 CDS_0074 CDS_0078

IMGVR_UViG_3300045988_103316|3300045988|Ga0495776_026617 45225:51028(+)

CDS_0076 CDS_0081

MGV-GENOME-0328783 46226:53290(+)

CDS_0080 CDS_0081 CDS_0083 transposase (CDS_0084) CDS_0088

2000 nt

integration and excision transcription regulation unknown function


