endolysin (CDS_0017) transcriptional regulator (CDS_0030)
18 19 20 21 22 23 24 25 26 27 28 29 31
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MGV-GENOME-0249301 16674:26498(+)
22 23 24 25 26 30  Bet-like ssDNA annealing protein (CDS_0031)
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MGV-GENOME-0237491 16671:26544(+)
CDS_0022 CDS_0023 CDS_0028

—
MGV-GENOME-0225643 16674:24800(+)

RT_IlI-AM_III-B_2 (CDS_0028)holin (CDS_0033)
22 23 24 25 26 27 2930 31 32 | 34 3536 37 38 39 40 4142integrase (CDS_0043)
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MGV-GENOME-0292380 16674:34685(+)

39
RT_III-AM_III-B_2 (CDS_0028)holin (CDS_0033) 40 42
22 23 24 25 26 27 2930 31 32 | 34 3536 3738| [41] integrase (CDS_0043)
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I
MGV-GENOME-0297479 16671:34427(+)

tail fiber protein (CDS_0023) 27 holin (CDS_0032)
22 24 25 26[2829 30 31 | 33 34 35 36 integrase (CDS_0037)
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—
MGV-GENOME-0294272 16093:32020(+)

tail fiber protein (CDS_0023) 27 holin (CDS_0032)
22 24 25 26[2829 30 31 | 33 34 35 36 integrase (CDS 0037)
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—
MGV-GENOME-0279160 16093:31915(+)

tail fiber protein (CDS_0023) 27 36 42 44
22 24 25 26[2829 30 3132 33 34 35[ 3738 39 40 41 [43] 45 DNA invertase (CDS_0046)
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MGV-GENOME-0312277 16087:34994(+)

tail fiber protein (CDS_0023) 26 peptidase (CDS_0030)
22 24 25 2728 29 31 holin (CDS_0032)
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—
MGV-GENOME-0261069 16242:30381(+)

2425 27
22 237 [26] 28 integrase (CDS_0029)

—
MGV-GENOME-0239829 16104:25545(+)

tail fiber protein (CDS_0023)
25 27
22 24 126 | 28 integrase (CDS_0029)
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—
MGV-GENOME-0245408 16084:25851(+)

tail fiber protein (CDS_0023) 26 28
22 24 2527 29 integrase (CDS_0030)

!#

uvig 126754 16155:27953(+)

tail fiber protein (CDS_0023)
24 26
22 T257 27 integrase (CDS_0028)

I#

—
MGV-GENOME-0250540 16039:26223(+)

tail fiber protein (CDS_0023) 26
22 24 25 27 integrase (CDS_0028)

i#

—
MGV-GENOME-0258819 16093:26787(+)

26
23 24 25T 27 integrase (CDS_0028)

—
MGV-GENOME-0255403 16094:26844(+)

tail fiber protein (CDS_0023)
CDS_0024
CDS_0022 | integrase (CDS_0025)
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—
MGV-GENOME-0258011 16155:25124(+)

30 32
22 23 24 25 26 27 2829[31] integrase (CDS_0033)

—
MGV-GENOME-0291615 16672:28982(+)

24 26
22 23 ]25] integrase (CDS_0027)

I
MGV-GENOME-0261265 16671:25954(+)
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