RM_Type_lIG_Type_lIG__Type_lIG_FAM_O.einsi_trimmed (CDS_0226) 234
221 222 223 224 225 227 228 229 230 231 232 233 T235 236

MGV-GENOME-0380179 219016:239852(+)
RM_Type_lIG_Type_lIG__Type_lIG_FAM_O.einsi_trimmed (CDS_0141) 142 143 144 145

MGV-GENOME-0379793 121374:141598(+)

CDS_0046
CDS_0041 ‘| cDs_0047

MGV-GENOME-0380085 32107:48604(+)

RM_Type_ll_Type_ll_MTases__Type_|l_MTases_FAM_0 (CDS_0175)
RM_Type_ll_Type_ll_MTases__Type_l|_MTases_FAM_0 (CDS_0176)
179
177 178 [180181 182

174

i%

MGV-GENOME-0379976 145017:168247(+)

CDS_0231 CDS_0233
CDS_0227 [ cps.0232]

MGV-GENOME-0380086 225061:240252(+)

CDS 0050  CDS 0052
CDS_0049  |CDS_0051

MGV-GENOME-0380008 36917:54256(+)
236 237 238 239240

MGV-GENOME-0380203 235584:253995(+)

CDS_0231
CDS_0232 CDS_0233

MGV-GENOME-0380176 224368:241945(+)
159 160 161162 163 164

MGV-GENOME-0379823 137585:155877(+)

Thoeris_ThsB_Global (CDS_0229)
226 227 228 230 231 232

—
IMGVR_UViG_3300023499_000220|3300023499|Ga0257052_100006 221682:2408%0(+)

Thoeris_ThsB_Global (CDS_0225)
221 222 223 224 T226 227 228 229

MGV-GENOME-0380177 219412:238851(+)
208 209 210 211 212 213 214

MGV-GENOME-0380165 209269:228531(+)
233 234 235 236237 238 239 240 241

MGV-GENOME-0380183 226953:246609(+)
243 244 245 246 247 248249 250

MGV-GENOME-0380193 234889:254093(+)

Protein of unknown function (Retron_VII_2_ DUF3800) (CDS_0238)
234 235 236 237 239

MGV-GENOME-0380178 225060:243823(+)

232
T233 234 235 236 237 238239240 241

MGV-GENOME-0380172 230265:249779(+)

RM_Type_lIG_Type_lIG__Type_lIG_FAM_O.einsi_trimmed (CDS_0185)
183 184 186 187 188 189 190 191 192

MGV-GENOME-0380129 160976:184249(+)

RM_Type_lIG_Type_lIG__Type_lIG_FAM_O.einsi_trimmed (CDS_0234)
HNH endonuclease (CDS_0239)
232 233 235 236 237 238 240

E#

MGV-GENOME-0380188 227310:248049(+)

RM_Type_IIG_Type_lIG__Type_lIG_FAM_O.einsi_trimmed (CDS_0198)
DNA binding protein (CDS_0197)
196 199 200 201202 203 204 205

#
‘ §

MGV-GENOME-0380149 192054:212944(+)

Protein of unknown function (Retron_VII_2__DUF3800) (CDS_0178)
RM_Type_lIG_Type_lIG__Type_lIG_FAM_O.einsi_trimmed (CDS_0174)
DNA binding protein (CDS_0173) 175 176177 \ 179

MGV-GENOME-0379943 147654:166105(+)

DNA methyltransferase (CDS_0167)
DNA binding protein (CDS_0165)
164 166 | 168 169 170171 172 173 174 178 179 181

#
§

MGV-GENOME-0380068 163588:186085(+)

DNA methyltransferase (CDS_0167)
DNA binding protein (CDS_0165)
164 166 | 168 169 170171 172 173 174

#
]

Ma_2019_SRR413588 NODE_13_length 279968 cov_4.941918 163654:183498(+)

9000 nt 1

DNA, RNA and nucleotide metabolism other unknown function Defence
N



