CDS_0054 CDS_0063

ICDS_0055 CDS_0060 CDS_OOBTZ CDS_0065
CDS_0053 CDS_0056 CDS_0057 CDS_0058 CDS_0059 CDS_0061 CDS_0064T CDS_0066 tail fiber protein (CDS_0067)

G-aEK K @ D

IMGVR_UViG_3300007126_000002|3300007126|Ga0102717_100009 45484:56983(+)

CDS_0060 CDS_0061 CDS_0062
AKX K H& D K KHEED—
[
SRS105148 al ct5985 vs01 53713:65230(+)
CDS_0058CDS_0059 CDS_0060
IMGVR UVIG 3300007980_000001|3300007980|Ga0114366 1000001 45243:56486(+)
CDS_0057
T cDs_ 0058 CDS_0059
SRS148205_al_ct219048 46777:58389(+)
CDS_0054
T cDs 0055 CDS_0056 CDS_0057
K K H&-C D O D
|54
SRS057490_al_ct3879 44207:55864(+)
CDS 0053
CDS_0052 CDS_0054 CDS 0055
IMGVR _UViG_3300045988_113952|3300045988|Ga0495776_079915 42525:52803(+)
CDS 0053 CDS_0054
CDS_0052 T cDs_0055

G- - & D

MGV-GENOME-0379891 44843:56131(+)

CDS_0058
T cps_oos59 CDS_0060 CDS_0065
a-adK K @& acCK K +H— ——175

IMGVR_UViG_3300008679_000005|3300008679|Ga0115430_1000001 45622:57121(+)
58 59 60 61 62 63

-0 K HE——@K K | @@ «({D—D

IMGVR_UViG_3300008082_000037|3300008082|Ga0105968_1000005 45484:59850(+)

CDS_0057 CDS_0064
CDS_0056 T cbs_0058 CDS 0061 CDS_0065

G-acCK K @ HEEK — — C K

SRS043422_al _ct68222 44112:58256(+)

CDS_0051 RNA polymerase beta subunit (CDS_0057)
CDS_0048 CDS_0049 CDS_0052 CDS_0055
CRAEK K Ha ¢ K K HTD—{— KK
IMGVR_UViG_3300006462_000001|3300006462|Ga0100062_100004 41484:54360(+)
CDS_0041 CDS_0042 CDS_0048

G-aCK K H—(——@K_ D (—C

IMGVR_UViG_3300045988_150481|3300045988|Ga0495776_079903 39606:51409(+)

CDS_0051
| cps 0052 CDS_0058

K K H&-&E K O ——<dE

IMGVR_UViG_3300008276_000001|3300008276|Ga0114259_1000002 43639:55664(+)

CDS_0052 CDS_0053

K K HO ¢ K K HEE— O —<—K
\J

SAMEA2738035 b1 ct1 43425:54880(+)

CDS_0052
IMGVR_UVIG 3300045988_151761/3300045988|Ga0495776 004024 43425:54935(+)

CDS 0050

CDS_0048 CDS_0049 CDS_0051 CDS_0055 CDS_0057 CDS_0058

KK K Ha ¢ CHEHEDOD—1 ) —G—KK K H )

IMGVR_UViG_3300045988_144812|3300045988|Ga0495776_004015 41886:56041(+)

k 5000 nt 1

DNA, RNA and nucleotide metabolism lysis tail unknown function



