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IMGVR_UViG_3300008679_000005|3300008679|Ga0115430_1000001 10801:24362(+)

CDS_0018
CDS 0019
CDS_0012 CDS 0013 CDS_0017 CDS_0021
IMGVR_UViG_3300007980_000001|3300007980]Ga0114366_1000001 13048:23968(+)
CDS_0011
[ CDS_0013 CDS_0017
CDS_0006 CDS_0007 DS 0012 CDS 0014 CDS.0016 CDS_0018

£ T HHWHG@@G@G

MGV-GENOME-0379881 6839:23107(+)

CDS_0020
CDS_0022 CDS_0025
CDS 0021 CDS 0023 |  CDS.0027

€ N I, HEGCEECKC KK KK KE

SRS105148_al ct5985_vs01 17106:32657(+)

12 13 14 15 16

€ T A -E@@@@EE KK K

SRS043422 al ct68222 7293:23125(+)
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DNA, RNA and nucleotide metabolism head and packaging moron, auxiliary metabolic gene and host takeover other tail unknown function



