Mu Gam-like end protection (CDS_0046)
Retron_VI__HTH (CDS_0040) exonuclease (CDS_0047)
32 33 34 35 36 37 38 39 T4 a2 43 44 45 | 48 49

¢ K O H=AHRE— X HE—OEDTT) I

uvig 179620 29941:37824(+)

Retron_VI_HTH (CDS_0036)
27 33 34 35 | 37 38

ED— HETC CHEEREE—OCTHD DD )

MGV-GENOME-0284870 26853:35441(+)
Retron_VI_HTH (CDS_0034)

30 323 | 35 36 41
uvig_152373_ 25690:33733(+)
CDS_0043
CDS_0040 CDS_0042 CDS 0044 CDS_0047
uvig 56030 36258:43822(+)
CDS 0036
CDS_0029 CDS_0035 CDS_0037
IMGVR _UViG_3300045988 074576|3300045988|Ga0495776_171028 27897:37519(+)
CDS 0028 CDS_0035
CDS_0027 CDS_0034 CDS_0036
IMGVR_UViG_3300045988_074197|3300045988|Ga0495776_139766 27461:35829(+)
CDS_0032 CDS_0034
CDS_0030 [ CDs_0033
MGV-GENOME-0285201 26429:34410(+)
CDS_0025 CDS_0032 CDS_0034
CDS_0024 CDS_0030 [ cDs_0033 Retron_VI_HTH (CDS_0035)

MGV-GENOME-0284358 25472:32932(+)
} 3000 nt i
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