distal tail protein Dit (CDS_0021)
tail protein (CDS_0022)
23 24 25 26 27 2829 30 31 32 33 34 35 36 37 38

f

MGV-GENOME-0288750 18557:34336(+)
30 31 32 33 34 35

IMGVR_UViG_3300045988_146163|3300045988|Ga0495776_112519 20141:33668(+)
30 3132 33 34

IMGVR_UViG_3300045988_136387|3300045988|Ga0495776_113550 18415:31056(+)
27 28 29 30 31 32

IMGVR_UViG_3300045988_140478|3300045988|Ga0495776_099604 18557:34288(+)

27 28 29 30 31 32 383

MGV-GENOME-0288753 18557:34336(+)
27 28 29 30 31 32 36 37

MGV-GENOME-0264707 18557:31149(+)

transcriptional regulator (CDS_0037)
27 28 29 30 31 32 33 3QT 38

MGV-GENOME-0300688 18557:37136(+)

transcriptional regulator (CDS_0041)
PD-Lambda-1_PD-Lambda-1 (CDS_0035)
Retron_VI_HTH (CDS_0042)
RelE-like toxin (CDS 0039)
endolysin (CDS_0030) endonuclease (CDS_0034) 37
27 28 29 |integrase (CDS_0031) 32 endonuclease (CDS_0033) 36 |38 |40 43

|
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uvig 161412 18557:40464(+)

8000 nt 1

DNA, RNA and nucleotide metabolism integration and excision lysis moron, auxiliary metabolic gene and host takeover tail transcription regulation unknown function Defence
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